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IS901 transposable insertion sequence- 375 bp 901a GTCTGGGATTGGATGTCCTG 901c CACCACGTGGTTAGCAATCC 7615703 PCR primer Insertion sequence
IS900 transposable insertion sequence- 279 bp 11 CGTCGTTAATAACAATGCAG 36 GGCCGTGCGTTAGGCTTCGA 7615703 PCR primer Insertion sequence
pMAR2 or EAF plasmids other - 397 bp EAF1 CAGGGTAAAAGAAAGATGATAA EAF25 TATGGGGACCATGTATTATCA 7814482 PCR primer Insertion sequence
IS6501 transposable insertion sequence- 600 bp ISPl GGTTGTTAAAGGAGAACAGC ISP2 GACGATAGCGTTTCAACTTG 8760325 PCR primer Insertion sequence
IS6502 transposable insertion sequence- ? ISP3 CACGGCTGTTCTCCTTTAAC ISP4 AGAAAACATTGACCGCATTC 8760325 PCR primer Insertion sequence
IS900 transposable insertion sequence- 229 bp IS900/15OC CCGCTAATTGAGAGATGCGATTGGIS900/921 AATCAACTCCAGCAGCGCGGCCTCG2351737 PCR primer Insertion sequence
IS1245 transposable insertion sequence- 427 bp P1 GCCGCCGAAACGATCTAC P2 AGGTGGCGTCGAGGAAGA 7714183 PCR primer Insertion sequence
IS900 transposable insertion sequence- 413 bp P90 GAAGGGTGTTCGGGGCCGTCGCTTAGGP91 GGCGTTGAGGTCGATCGCCCACGTGAC2645805 PCR primer Insertion sequence
IS902 transposable insertion sequence- ? P102 CTGATTGAGACTGACGC P103 TAGCAATCCGGCCGCCCCT 2645805 PCR primer Insertion sequence
IS1311 transposable insertion sequence- 180 bp DD3 GTGCAGCTGGTGATCTCTGA DD2 GTCGGGTTGGGCGAAGAT 7615764 PCR primer Insertion sequence
IS1311 transposable insertion sequence- 1259 bp M56 F GCGTGAGGCTCTGTGGTGAA M57 R GATTGGTCGGCTGAATCGGA 9843652 PCR primer Insertion sequence
IS-1106 transposable insertion sequence- 600 bp 1 ATTATTCAGACCGCCGGCAG 2 CCGATAATCAGGCATCCG 11097028 PCR primer Insertion sequence
IS1405 transposable insertion sequence- 1070 bp PS-IS-F CGCAACGCTGGATGAACCC PS-IS-R CAGACGATGCGAAGCCTGAC 11525989 PCR primer Insertion sequence
IS711 transposable insertion sequence- 52 bp I1 TCAATCCAACACGTTCC I2 TCCTTGTACAGCCTCC 12171621 PCR primer Insertion sequence
IS711 transposable insertion sequence- 325 bp O1 TCCGCAAGCTTCAAGCCTTCTATCCO2 GCGTGTCTGCATTCAACGTAACC12171621 PCR primer Insertion sequence
IS6110 transposable insertion sequence- 984 bp IS5 CGGAGACGGTGCGTAAGTGG IS6 GATGGACCGCCAGGGCTTGC 8789008 PCR primer Insertion sequence
Tn5382 transposable transposon - 289 bp TnLF ACGCCATGCTATTTACTTCCGGCTnLR GTTCTTATTCCGCAGGTGGTGATT12581381 PCR primer Insertion sequence
Tn5382 transposable transposon - 357 bp TnRF CTGCGTAACGAGGCCAAA TnRR CGGCATCAACGCCTTTAG 12581381 PCR primer Insertion sequence
ISEnfa3 transposable insertion sequence- 876 bp ISEnfa3F TTCCAAGCTAAACATTCCTAA ISEnfa3R GAAATATCTCAATTGATCGGA 12581381 PCR primer Insertion sequence
IS900 transposable insertion sequence- 278 bp P11 CGTCGTTAATAACCATGCAG P36 GGCCGTCGCTTAGGCTTCGA 1851124 PCR primer Insertion sequence
IS1126 transposable insertion sequence- 693 bp PI1 CCCGGCTTATGACGTGATTTCTCTPI2 CTGTTGCGTTTGTGCCCTTGTGC14766813 PCR primer Insertion sequence
IS1203 transposable insertion sequence- ? 1203-82 CACGTTCCAGCTCTTTCAG 1203-11 GACTGGCTGAAGAGAGAGAT 15583266 PCR primer Insertion sequence
IS1203 transposable insertion sequence- ? 1203-62 TAAACGCCACATAGACGAAGCC 1203-31 GTATGACAACGCGATGGCT 15583266 PCR primer Insertion sequence
IS1203 transposable insertion sequence- ? 1203-72 GCGTACAGCCAATCTTTGG 1203-21 GTTATGGGACTTGCCGGTGTT 15583266 PCR primer Insertion sequence
IS1203 transposable insertion sequence- ? 1203-52 TGCCATGTGCTGACGTAAG 1203-41 GAAAAACCGTGCAGAAGTGG 15583266 PCR primer Insertion sequence
IS711 transposable insertion sequence- 842 bp 711u CACAAGACTGCGTTGCCGACAGA711d CATATGATGGGACCAAACACCTAGGG16029934 PCR primer Insertion sequence
ISEcp1 transposable insertion sequence- ? ISEcp1 AAAAATGATTGAAAGGTGGT MA1 reverse ACYTTACTGGTRCTGCACAT 15047527 PCR primer Insertion sequence
IS26 transposable insertion sequence- ? IS26 AGCGGTAAATCGTGGAGTGA MA1 reverse ACYTTACTGGTRCTGCACAT 15047527 PCR primer Insertion sequence
ISAsa4 transposable insertion sequence- 749 bp ISAsa4F CCTGCACCGCCTCATTTCTC ISAsa4R GAAAACCCAGTGATCTGAGC 16903232 PCR primer Insertion sequence
IS1 transposable insertion sequence- 369 bp IS1SS ATGCCGGGCAACTGCA IS1SR3 CTGCGTATATCGCTTG 17391373 PCR primer Insertion sequence
IS630 transposable insertion sequence- 561 bp HS61 GTACAGAACTGCTGGCAAT HS62 CAACATGATTCATCCATGG 9218914 PCR primer Insertion sequence
ISLfr1 transposable insertion sequence- ? ISF1 CCAAGTCAACCACCACGAAG ISR1 CGATAGCCAAAACTGGCTCG 17609153 PCR primer Insertion sequence
IS1201 transposable insertion sequence- ? darf AAGCTGCGGCCAAAGAATTGG IS1201 TTCTCGGCGCAGAGGAACGTA 17628131 PCR primer Insertion sequence
ISL2 transposable insertion sequence- ? adhf TGGAACAGTTTGCGTCACGA ISL2r TCATTTAGACAGCTGCCAGG 17628131 PCR primer Insertion sequence
Tn1545 transposable transposon - 534 bp TMF GAATCTGAACAATGGGAT TMRV1 CGTTTGCAGCAGAGGGAGG 17629115 PCR primer Insertion sequence
Tn916 transposable transposon - 864 bp TMF GAATCTGAACAATGGGAT TMRV4 CATTCCACTTCCCAACGG 17629115 PCR primer Insertion sequence
Tn1545 transposable transposon - 579 bp Int1 TGACACTCTGCCAGCTTTA Int2 CCATAGGAACTTGACGTTCG 17629115 PCR primer Insertion sequence
ISMav2 transposable insertion sequence- 164 bp ISMav2-F CGGCAAAATCGAGCAGTTTC ISMav2-R TGAGCCGGTGTGATCATCTTT 18326682 PCR primer Insertion sequence
IS481 transposable insertion sequence- 308 bp IS481-P1 TGAGAAACTGGAAATCGCCAACCCCIS481-P2 CGCTTGCGGCGCAGCTCCACGATAG20718721 PCR primer Insertion sequence
IS1001 transposable insertion sequence- 311 bp IS1001-P1 AGCGGCTTGCCTGGCTGGGGCGATAIS1001-P2 CCGGGCCGTCTCGCGTGAGCGTCCT20718721 PCR primer Insertion sequence
IS711 transposable insertion sequence- 731 bp B. melitensis AAATCGCGTCCTTGCTGGTCTGAIS711 TGCCGATCACTTAAGGGCCTTCATIsolationidentificationandmolecularcharacterizationofBrucellamelitensisfromabortedsheepfetusesinKarsTurkey_noPCR primer Insertion sequence
IS1111 transposable insertion sequence- 61 bp P1 671 f TAACGGCGCTCTCGGTTT P2 731 r TGCCGGGAACGATGAAA 10982079 PCR primer Insertion sequence
IS1111 transposable insertion sequence- 73 bp P1 717 f TCATCGTTCCCGGCAGTT P2 789 r CACCTCCTTATTCCCACTCGAA 10982079 PCR primer Insertion sequence
IS1111 transposable insertion sequence- 137 bp ISL AGCGTGGGTGACATTCATC ISR GTCCTTAACATCACATTGCC 21452906 PCR primer Insertion sequence
IS1111 transposable insertion sequence- 137 bp ISL CGCTAGCGTGGGTGACATTCATCISR GGACGTCCTTAACATCACATTGCC21452906 PCR primer Insertion sequence
ISAba1 transposable insertion sequence- ? ISAba1A GTGCTTTGCGCTCATCATGC ISAba1B CATGTAAACCAATGCTCACC 16569863 PCR primer Insertion sequence



ISAba2 transposable insertion sequence- ? ISAba2A AATCCGAGATAGAGCGGTTC ISAba2B TGACACATAACCTAGTGCAC 16569863 PCR primer Insertion sequence
ISAba3 transposable insertion sequence- ? ISAba3A CAATCAAATGTCCAACCTGC ISAba3B CGTTTACCCCAAACATAAGC 16569863 PCR primer Insertion sequence
IS18 transposable insertion sequence- ? IS18A CACCCAACTTTCTCAAGATG IS18B ACCAGCCATAACTTCACTCG 16569863 PCR primer Insertion sequence
ISAba16 transposable insertion sequence- ? ISAba16_F1 ATCCGGCTAACACAGCCTTA ISAba16_R1 GACCTGGCCTGATTTAAAGC 21980071 PCR primer Insertion sequence
ISAba16 transposable insertion sequence- ? ISAba16_F2 AGGCACTGATCCAAGGTTTG ISAba16_R2 TAGTGCGAGTTCATGCTCGT 21980071 PCR primer Insertion sequence
ISAba16 transposable insertion sequence- 3449 bp FxOxa_F GATACCAGACCTGGCAACAT FxOxa_R GCACGAGCAAGATCATTACC 21980071 PCR primer Insertion sequence
IS986 transposable insertion sequence- 245 bp INS1 CGTGAGGGCATCGAGGTGGC INS2 GCGTAGGCGTCGGTGACAAA 1400955 PCR primer Insertion sequence
IS986 transposable insertion sequence- ? Pt8 GTGCGGATGGTCGCAGAGAT Pt9 CTCGATGCCCTCACGGTTCA 1400955 PCR primer Insertion sequence
IS1548 transposable insertion sequence- ? ipk712fw TCTGGAGCCGATGTTGC IS1548_192rv GGTTGATAAGGGGTAGCGAA 23619169 PCR primer Insertion sequence
IS6110 transposable insertion sequence- 376 bp BX1-fwd CTGGCGGGTCGCTTCCACGA BX2-rev TTCGACCGGCGGGACGTCGC 23807412 PCR primer Insertion sequence
B9 transposable insertion sequence- 178 bp MM2-fwd TCTCGTGGCGACTGTTATGACA MM1-rev GGCCTGGACTCCCGTAGCCT 23807412 PCR primer Insertion sequence
IS6110 transposable insertion sequence- 120 bp F1-IS6110 AACGGCTGATGACCAAACTC R1-IS6110 AAGCGGCGCTGGACGAGATC 25241639 PCR primer Insertion sequence
IS6110 transposable insertion sequence- 103 bp F-IS6110 GTCGAACGGCTGATGACCAAACTR-IS6110 TCCGAAGCGGCGCTGGACGA 25241639 PCR primer Insertion sequence
IS6110 transposable insertion sequence- 96 bp F-IC CGGCTATGACTGGGCACAAC R-IC CGGACAGGTCGGTCTTGACA 25241639 PCR primer Insertion sequence
IS6110 transposable insertion sequence- 113 bp ISL FAMGCCTACGTGGCCTTTGTCACISR C3GTCCAGATGGCTTGCTCGAT 26322510 PCR primer Insertion sequence
ISAba1 transposable insertion sequence- various CCL-F ATGTGTCATAGTATTCGTCG CCL-R CTTAACGGGTGAATGGCAAC 27095456 PCR primer Insertion sequence
IS6110 transposable insertion sequence- 445 bp F GACCACGACCGAAGAATCCGCTGR CGGACAGGCCGAGTTTGGTCATC27651675 PCR primer Insertion sequence
IS900 transposable insertion sequence- 76 bp SF214 ATGACGGTTACGGAGGTGGTT SR289 TGCAGTAATGGTCGGCCTTAC 15927290 PCR primer Insertion sequence
IS901 transposable insertion sequence- 80 bp SF30 CGTCGCTTAGGCTTCGAATT SR109 AATCTCCTTCGGCCATCCA 15927290 PCR primer Insertion sequence
IS902 transposable insertion sequence- 67 bp SF53 CAGGGACGTCGGGTATGG SR119 GCGGGCGGCCAATC 15927290 PCR primer Insertion sequence
ISMap02 transposable insertion sequence- 278 bp ISMap02-1 F GCACGGTTTTTCGGATAACGAG ISMap02-1 R TCAACTGCGTCACGGTGTCCTG 16145136 PCR primer Insertion sequence
ISMap02 transposable insertion sequence- 117 bp ISMap02-1 F GGATAACGAGACCGTGGATGC ISMap02-1 R AACCGACGCCGCCAATACG 16145136 PCR primer Insertion sequence
IS900 transposable insertion sequence- ? IS900-for TGCTGATCGCCTTGCTCA IS900-rev GGGCCTGATCGGCGATGAT 19095382 PCR primer Insertion sequence
ISMap02 transposable insertion sequence- ? ISMAP02-for CGCCAGGAACGCAAACAT ISMAP02-rev GTGCAGGGTCGCTCTGATG 19095382 PCR primer Insertion sequence
ISMap02 transposable insertion sequence- ? ISMap02-F CGGCTGGACACGGAATG ISMap02-R CATGAGCGACAGTATCTTTCGAA24727272 PCR primer Insertion sequence
IS6110 transposable insertion sequence- 66 bp ISL CATGTCCGGAGACTCCAGTT ISR GGTACCTCCTCGATGAACCA 30474140 PCR primer Insertion sequence
IS6110 transposable insertion sequence- 141 bp IS4F CTCGACCTGAAAGACGTTATCC IS4R CTCGGCTAGTGCATTGTCATA 30643154 PCR primer Insertion sequence
ISRso19 transposable insertion sequence- 1884 bp ISRsoO19-F TGGGAGAGGATGGCGGCTTT ISRso19-R TGACCCGCCTTTCGGTGTTT 12-1-7_no PCR primer Insertion sequence
EIEC invasive plasmidplasmids other - 320 bp primer 1 CTGGATGGTATGGTGAGG primer 2 GGAGGCCAACAATTATTTCC 1452650 PCR primer plasmid identification
common C. trachomatis plasmidplasmids other - 503 bp primer IA GTTTAAGTGTTCCCATCATAAAAACATATTCprimer IB ATCCTTGTATCCTGTTGGGAAGCCATCAAAG2199495 PCR primer plasmid typing
common C. trachomatis plasmidplasmids other - 473 bp primer IIA CGCATGCAAGATATCGAGTATGCGTTGTTAGGprimer IIB GCGTCGCGATCTCCGGCCAG 2199495 PCR primer plasmid typing
Tn916 transposable transposon - 155 bp L2 CTCGAAAGCACATAGAATAA R2 GAGTGGTTTTGACCTTGATA 7480170 PCR primer transposon
Qbeta phage phages major capsid proteinQbeta 1062 bp Primer 1 CGTCTAGATTAACCCAACGCGTAAAGPrimer 2 CGAAGCTTAGACATGCATTTCATC7506687 PCR primer phage
IS200 transposable insertion sequence- 692 bp ISL ATAGCCGAGGTTTTTCAGATGC ISR AGTCTATGGAAACCCCCAGC 8405964 PCR primer phage
IS1081 transposable insertion sequence- 306 bp BW6 CGACACCGAGCAGCTTCTGGCTGBW7 GTCGCCACCACGCTGGCTAGTG7740761 PCR primer Insertion sequence
IS1081 transposable insertion sequence- 247 bp BW8 ACAGGCGAGCCCGGATCTGCTGBW9 GTTCAGCTCGCTTGCGGCGCTG7740761 PCR primer Insertion sequence
ΦvML3 lysin phages other ΦvML3 ? 20 TAATTGGAGGTGGTAAT SP6 ATTTAGGTGACACTATA 7944354 PCR primer holin phage
Tn5271 transposable transposon - ? E13.4 CAAATCAGGACGGTCTC E13.9 CGGACGATCACCCATTG 8117095 PCR primer trasnposon
QpRS plasmids other - 363 bp QpRS01 CTCGTACCCAAAGACTATGAATATATCCQpRS02 CACATTGGGTATCGTACTGTCCCT8243597 PCR primer plasmid typing
QpH1 and QpDGplasmids other - 1042 bp QpH11 TGACAAATAGAATTTCTTCATTTTGATGQpH12 GCTTATTTTCTTCCTCGAATCTATGAAT8243597 PCR primer plasmid typing
C. burnetii plasmidplasmids other - 508 bp HFrag1 ATTGCTATCACTGAGGGTGACG HFrag2 CTGACGAAGAAGCAGCATTAGC8243597 PCR primer plasmid typing
C. burnetii plasmidplasmids other - 183 bp HF1 TCCTAAACAAGTGATGGTCTCC HF2 TTCGCAGAAAGTCAGCTATCG 8243597 PCR primer plasmid typing
IS481 transposable insertion sequence- 288 bp BP1 GGGGTCACCGCGCCGACTGT BP4 GGGCCTGATGCTCGTGTAGCGC8370741 PCR primer Insertion sequence
IS1001 transposable insertion sequence- 498 bp BPPA CGCCGCTlGATGACCITlGATA BPPZ CACCGCCTACGAGTTGGAGAT 8370741 PCR primer Insertion sequence
Lambda phages other lambda 97 bp Forward ACTGCTATCITCITACTGGT Reverse CCTGTCGCACTCCAGAGAAG 8378178 PCR primer phage
Tn4003 transposable transposon - 262 bp P1 CCCTGCTATTAAAGCACC P2 CATGACCAGATAACTC 7768789 PCR primer transposon
IS1533 transposable insertion sequence- ? EPR-2 CTCGCATCTAACCCACGTTT EPL-2 AGATTTACTGCTCCGGATGG 8586718 PCR primer Insertion sequence



pRmeGR4b repCplasmids replicon / Inc - 362 bp C1 AATACCCAAATTCATCAGCG C2 GGATAGCGCTTATAGTTGCC 8969532 PCR primer plasmid identification
pRmeGR4a repCplasmids replicon / Inc - 482 bp C3 CGCTGATGAATTTGGGTATT C4 TACCCCTCCCCTCGGGCTCC 8969532 PCR primer plasmid identification
pRmeGR4a plasmids replicon / Inc - ? P2 AATCCTTTCTCGCAGACCCT P4 CTGTCCTGCATCGTTGATCAG 8969532 PCR primer plasmid identification
IS 900 transposable insertion sequence- 400 bp P1 CTGTGGGGCGGTGTACTGAT P2 AGCCGAAGGTCAAAGCCATT 9207733 PCR primer insertion sequence
IS256 transposable insertion sequence- ? P1 GGACTGTTATATGGCCTTTT P2 GAGCCGTTCTTATGGACCT 9316911 PCR primer transposon
Tn4560 transposable transposon - 3000 bp 1224 (code) GAGGAACATCCGAACGAA 1225 (code) ACCGGTTGATCAGCATGG 9351267 PCR primer transposon
Tn4560 transposable transposon - 4000 bp 1224 (code) GAGGAACATCCGAACGAA 1254 (code) GAGAGATCGACTTTCTGC 9351267 PCR primer transposon
Tn4560 transposable transposon - 721 bp 1266 (code) CCATTGACCGGCTGATCG 1254 (code) GAGAGATCGACTTTCTGC 9351267 PCR primer transposon
Lambda phages other lambda 1080 bp 3’-end primer 0 GGTTATCGAAATCAGCCACAGCGCC5’-end primer 1 ATACACCATGACCGGTGAAGCCTTTC9383990 PCR primer phage
Lambda phages other lambda 2240 bp 3’-end primer 0 GGTTATCGAAATCAGCCACAGCGCC5’-end primer 2 CTGACGTTACTGACGTGGTGCCAGC9383990 PCR primer phage
IS200 transposable insertion sequence- ? A GGTGCGTACCCGAGTGTCTG B GACGGTTAGTCCTTTTGCGCCAA9399492 PCR primer phage
IS200 transposable insertion sequence- ? C CTAGGCTGGGGGTTCCGGAAAGCB GACGGTTAGTCCTTTTGCGCCAA9399492 PCR primer phage
pMC52 plasmids other - 395 bp MC16 TAAAGTTTTGCATAAGC MC16 TACTAAAGGTGTTTCTCC 9431963 PCR primer plasmid identification
pMC159 plasmids other - 236 bp MC33 CTAACCGCACTAACAGCAGCAATMC33 AGTTTTCATTAGCAGCAA 9431963 PCR primer plasmid identification
pMC18 plasmids other - 125 bp MC25 AGAAGGAGATAAAAGAAC MC25 AAAAAGGTATAGCACAGT 9431963 PCR primer plasmid identification
pIPO2 plasmids replicon / Inc - 309 bp pIPO2 forward GATGAAGCCTGCCAAGTACG pIPO2 reverse CCGGSGATTAGCCTATCC 9501428 PCR primer transposon
pEC10 plasmids replicon / Inc - 250 bp pEC10-f GCACCCTGCCATTTGCAGG pEC10-r GGCTTTTGCCCTTCTGGTG 9546155 PCR primer plasmid inc
ISC1041 transposable insertion sequence- 1179 bp SSMET CATGGAATTCATGGAGGARGTRYTRTCSSGDH CGACTCTAGATTAYARTATYCCTCKTGCTTTCAT9654137 PCR primer insertion sequence
QpH1 plasmid plasmids other - 977 bp CB5 ATAATGAGATTAGAACAACCAAGACB6 TCTTTCTTGTTCATTTTCTGAGTC9665993 PCR primer plasmid identification
QpH1 plasmid plasmids other - 266 bp CB3 TAATAGAACGTGTTAATCG CB4 GCTGGCAATCTGCTCGGC 9665993 PCR primer plasmid identification
QpRS plasmid plasmids other - 693 bp QpRS1 CTCGTACCCAAAGACTATGAATATATCCQpRS2 AACACCGATCAATGCGACTAGCCC9665993 PCR primer plasmid identification
QpRS plasmid plasmids other - 309 bp QpRS3 ACTTTACGTCGTTTAATTCGC QpRS4 CACATTGGGTATCGTACTGTCCCT9665993 PCR primer plasmid identification
Tn5 transposable transposon - 442bp primer G TCTCATGCTGGAGTTCTTCG primer A ACCAGGTCAACAGGCGGTAA 9717287 PCR primer transposon
pPT23A plasmids replicon / Inc - 933 bp RE1.1 AGTGACGACAAAACCGC M553 GAGAATTCCGTGAGGATGTG 9758824 PCR primer plasmid replicon
IS902 transposable insertion sequence- 252 bp P102 CTGATTGAGATCTGACGC P103 TTAGCAATCCGGCGCCCT 1427373 PCR primer insertion sequence
IS1110 transposable insertion sequence- 216 bp ISL ATCGCGAAGGACGGAGCAATGAGISR ACGACGGCGGAGACGGGTAGG 10207669 PCR primer insertion sequence
qacEdelta1 integrons gene cassettes - 250 bp F AAGTAATCGCAACATCCG R AAAGGCAGCAATTATGAG 10582884 PCR primer transposon
int integrons integrase + integron- 265 bp IntF GCCCTCCCGCACGATGAT IntR ATTGGCGGCCTTGCTGTTCTTCTA10620692 PCR primer integron
integron class 1 integrons integrase + integron- 2500 to 3500 bp intL TGATGTTATGGAGCAGCAGCAACGATGintR CGCACAACCTCGTCGATATCACC10647086 PCR primer integron
936 phages major capsid protein- 179 bp 936A TCAATGGAAGACCAAGCGGA 936B GTAGGAGACCAACCCAAGCC 10698762 PCR primer major capsid protein
c2 phages major capsid protein- 474 bp c2A CAGGTGTAAAAGTTCGAGAACT c2B CAGATAATGCACCTGAATCA 10698762 PCR primer major capsid protein
P335 phages major capsid protein- 682 bp P335A GAAGCTAGGCGAATCAGTAA P335B GATTGCCATTTGCGCTCTGA 10698762 PCR primer major capsid protein
IS901 transposable insertion sequence- 1108 bp ISL GCAACGGTTGTTGCTTGAAA ISR TGATACGGCCGGAATCGCGT 1328288 PCR primer insertion sequence
lactococcal bacteriophagephages integrase - 1000 bp phL AAGGACTTCCTCGTCTAAC phR TGCTGTGTGATAGCCACAC 10788399 PCR primer integrase
IS1356 and IS402 hybridtransposable insertion sequence- 592 bp 402A CAACCGAGACTGAGGAGATG 1356B TCCGGCGACACCTCGATGCC 10790095 PCR primer insertion sequence
pLV1403 plasmids replicon / Inc - ~980 bp NREP1 TATSCACWTATCCACRGGCATA NREP2 CTTSAGAGCAGGWTCMAGGAA 10802172 PCR primer plasmid inc
pLV1402 plasmids replicon / Inc - 387 bp NREP3 TCACTGTCATTATGGGTGGG NREP4 CAGCCACGGACGTTTAACTT 10802172 PCR primer plasmid inc
IncA/C plasmids replicon / Inc - 550 bp plaL GGAGCGATTTGCATTCCG plaR AAATGAGCCTGTTTGAG 8938049 PCR primer plasmid replicon
Tn916 transposable transposon - 162 bp TnL CCCCACTCTTTAAGACCATCAAACTnR GCCGTCCGTTGATTCTTCGCTGAA10964629 PCR primer transposon
B. fragilis HSP40 phagesphages other - 442 bp pH5-1 GGGAAAGCACACAAGCG pH5-3 CAGAACATTAGTTTTACGG 10996649 PCR primer transposon
B. fragilis HSP40 phagesphages other - 328 bp npH5-4 GTGGCACGTGAACTTCCTTC npH5-7 CGTTTTGCATGGCATCCG 10996649 PCR primer transposon
p4821 plasmids TRA / MOB - 576 bp n-mobA CGCGCAGGCGGGCTATCAGTC c-mobA CCAAAGCCACATCATTTGC 11010892 PCR primer phage
ace integrons gene cassettes - 284 bp ACE I GCTTATGATGGACACCCTTTA ACE II GTTTAACGCTCGCAGGGCAAA 8077743 PCR primer phage
cep integrons gene cassettes - 246 bp CEP I ATGTTTAGCTCACTGAAAAAC CEP II TTTAGCCTTACGAATTAAGCC 11057956 PCR primer phage
integron class 1 integrons integrase + integron- 1329 or 1297 or 1197 bpHS298 TGGATCCCACRTGNGTRTADATCATNGTHS286 GGGATCCTCSGCTKGARCGAMTTGTTAGVC11166996 PCR primer integrase
IS1113 transposable insertion sequence- 964 bp TXT GTCAAGCCAACTGTGTA TXT4R CGTTCGCGCCACAGTTG 11549016 PCR primer insertion sequence
Tn1721 transposable transposon - 611 bp TNP_1-F GCCGCCAAGGATGTGCTCGAC TNP_1-R CGCGGGTATCGGAAGAAAACA 11959431 PCR primer transposon



Tn1721 transposable transposon - 1248 bp TNP_2-F GGGCCACAGCAACCTGAAATA TNP_2-R GCCGGTAATCCCACCAACTGA 11959431 PCR primer transposon
IS2404 transposable insertion sequence- 219 bp PGP3 GGCGCAGATCAACTTCGCGGT PGP4 CTGCGTGGTGCTTTACGCGC 12089250 PCR primer insertion sequence
integron class 1 integrons gene cassettes - 538 bp int1PS GAACAGCAAGGCCGCCAAT aacA4R TTCTTCTCCGCCCCACCACT 12384387 PCR primer integrase
Tn5 transposable transposon - 900 bp TnL TGCCGACGGATTTGCA TnR CTTGGGTGGAGAGGCTA 12756917 PCR primer transposon
IS6110 transposable insertion sequence- 285 bp IS-3 CCAACCCGCTCGGTCTCAA IS-4 ACCGATGGACTGGTCACCC 12872445 PCR primer insertion sequence
dfr2d integrons gene cassettes - ~400 bp Dfr2d-1 TTGGGCTTCACCAGAGTATCAAGTTDfr2d-2 GCTGTGGACGGTGCCGCATGATTTG15000737 PCR primer integron
integron 1 class integrons integrase + integron- 488 bp Igr1-1 GCTCTAGACCGAAACCTTGCGCTCIgr1-2 GGAATTCATGATATATCTCCCAATTTGT15000737 PCR primer integron
integron 1 class integrons integrase + integron- ? Igr1-3 TACGCCGTGGGTCGATGTTTGATGIgr1-4 CTTGACCTGATAGTTTGGCTGTGA15000737 PCR primer integron
integron 2 class integrons integrase + integron- ? Igr2-1 GCTCTAGATAATGTGCATCGTGCAAGCIgr2-2 GCGTTATCTAGTTCGACATAGTCT15000737 PCR primer integron
integron 4 class integrons integrase + integron- ? Igr4-1 GTCTCAAGTAACACCACTTCGATIgr4-2 ATTATCGGTCTATAGGGCTAATTG15000737 PCR primer integron
Tn1546 transposable transposon - 308 bp 42F ATTTTCCTGACGAATCCCTCG 349R TCGGAAAACAAGGTGAGCTTAGA15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 758 bp 164F AACCTAAGGGCGACATATGGTG921R AAAAGGAGCCACCATCTACCG 15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 1744 bp 170F AGGGCGACATATGGTGTAACA 1913R CGTCCTGCCGACTATGATTATTT15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 2028 bp 949F GCATGTAGTGATGAAACACCTAGCTGC2976R TGAAGATGAATGGATACTGGGGACC15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 1856 bp 1871F ACCGTTTTTGCAGTAAGTCTAAAT3726R AGCCCTAGATACATTAGTAATT 15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 465 bp 3514F ACTGTAATGGCTGGTGTTAAC 3978R CATAGTTATCACCCCTTTCACTAT15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 888 bp 3907F ATGCTTATAAATTCGGCCC 4794R ATCCAATCCCCAAGTTTCCC 15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 520 bp 3992F TTATTGTGGATGATGAACATG 4511R TCGGAGCTAACCACATTC 15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 1094 bp 4676F AACGACTATTCCAAACTAGAAC 5769R GCTGGAAGCTCTACCCTAAA 15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 1801 bp 5235F ATATCACGTTGGACAAAGC 7035R TTACGTCATGCTCCTCTGAG 15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 424 bp 8082F ACTTGGGATAATTTCACCGG 8505R TGCGATTTTGCGCTTCATTG 15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 691 bp 8448F GATGAACGCTCTCATCATGC 9138R TTCCTGAGAAAACAGTGCTTCA 15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 1037 bp 8544F GCATATAGCCTCGAATGG 9580R TCGTCAAGCTTGATCCTAC 15131146 PCR primer insertion sequence
Tn1546 transposable transposon - 132 bp 10446F AATACTGTTGGAGGCTTTCTTGG10577R GGTACGGTAAACGAGCAATAATACG15131146 PCR primer insertion sequence
IS1216V transposable insertion sequence- ? 650F ACCTTCACGATAGCTAAGGTT 132R AGGATTATATAAGAAAACCCG 15131146 PCR primer insertion sequence
integron class 1 integrons gene cassettes - 2281 bp MDR-1 TGATCGAAATCCGATCCTTG 3'-CS AAGCAGACTTGACCTGA 7695304 PCR primer integron
pPCP1 plasmids other - 148 bp YP12D CAGCAGGATATCAGGAAACA YP11R GCAAGTCCAATATATGGCATAG 15386257 PCR primer plasmid identification
pPCP1 plasmids other - 148 bp YP11D CTATGCCATATATTGGACTTGC YP10R GAGCCGGATGTCTTCTCACG 15386257 PCR primer plasmid identification
3A-like phages phages other - 744 bp SGA1 TATCAGGCGAGAATTAAGGG SGA2 CTTTGACATGACATCCGCTTGAC15593413 PCR primer phage
11-like phages phages other - 405 bp SGB1 ACTTATCCAGGTGGYGTTATTG SGB2 TGTATTTAATTTCGCCGTTAGTG15593413 PCR primer phage
77-like phages phages other - 155 bp SGF1 CGATGGACGGCTACACAGA SGF2 TTGTTCAGAAACTTCCCAACCTG15593413 PCR primer phage
77-like phages phages other - 548 bp SGFa1 TACGGGAAAATATTCGGAAG SGFa2 ATAATCCGCACCTCATTCCT 15593413 PCR primer phage
77-like phages phages other - 147 bp SGFb1 AGACACATTAAGTCGCACGATAGSGFb2 TCTTCTCTGGCACGGTCTCTT 15593413 PCR primer phage
187-like phages phages major capsid protein- 648 bp SGL1 GCTTAAAACAGTAACGGTGACAGTGSGL2 TGCTACATCATCAAGAACACCTGG15593413 PCR primer phage
Twort-like phagesphages major capsid protein- 331 bp SGD1 TGGGCTTCATTCTACGGTGA SGD2 GTAATTTAATGAATCCACGAGAT15593413 PCR primer phage
lactococcal 936-species bacteriophagesphages other - 1700 bp bIL170orf19F GCTCTAGAGTATCAATTGGTGGTTATCsk1orf20R AACTGCAGAAAGTATGAGCGACAACTCTC15752347 PCR primer phage
IS401 transposable insertion sequence- 100 bp IS401X GAGGAGGCTCCAACTCTTGAGAGAATIS401Y CGGTGCTCTTGCACCATGCGCA15812007 PCR primer insertion sequence
IS402 transposable insertion sequence- 150 bp IS402X GCGGTGAGCTGTTAACCTCAGGCAIS402Y AAACAGGCAGGCGGCCCGGGTTCT15812007 PCR primer insertion sequence
IS406 transposable insertion sequence- 200 bp IS406X AAGGAGTGTATCCCTCATGGCGATIS406Y CATTGGCGTAATCGCGCCGTGTTT15812007 PCR primer insertion sequence
IS407 transposable insertion sequence- 250 bp IS407X ACAGGGCCAGCCGGAGTCTAGTAAIS407Y TCTTCAGCCGGGCATTCTCCACCT15812007 PCR primer insertion sequence
IS408 transposable insertion sequence- 300 bp IS408X GCTGTCGTGCGGCATCTGCTGAIS408Y GACTGCATCAACATCGTGACCTCCTT15812007 PCR primer insertion sequence
ISBmu2 transposable insertion sequence- 350 bp ISBmu2X GGAACGGACCCACGACGATGAAGAISBmu2Y GCGCCGGAACTTCAACAGCGTGGT15812007 PCR primer insertion sequence
pNL1 plasmids replicon / Inc - 780 bp RepAHTH CATTTGATCGAGCTCTTCCAAGGRepAori CGAAAGCAAGGCCATTGGC 15942009 PCR primer plasmid identification
pNL1 plasmids replicon / Inc - 3000 bp Rep-Aa CCTCTCTTCTTTATTCGCCGG Rep-Ab CCGATGTAGGGTGATTGCTGA 15942009 PCR primer plasmid identification
pNL1 plasmids replicon / Inc - ~ 1000 bp repAb-Nterm GTCACTAGCGCAGTCTGCCG RepAb-Cterm GAAACTTCGTCTCTCGGTCGC 15942009 PCR primer plasmid identification
P22 phages other P22 2000 bp P22 5' ACAGACATCACTGCA P22 3' AAGTGTTGCCAAGGT 16096708 PCR primer phage
R391 integrons integrase + integron- 639 bp BrIntFor CGTAACCTCGGAAAGTGTGTAC BrIntRev TGTGCCACAGCTTGTTTCGTG 16316703 PCR primer integrase



IncJ integrons integrase + integron- 1378 bp intFor1 AAACTAGGGCTGGGCTTATAACATGGCGintRev1 AAAGATGGCAGCTTGCCGCAACCTC16316703 PCR primer integrase
pEA29 plasmids other - 1100 bp A CGGTTTTTAACGCTGGG B GGGCAAATACTCGGATT 1482178 PCR primer plasmid identification
f237 phages other f237 1114 bp F-O3MM80 GTTCGCATACAGTTGAGG R-O3MM1193 GCTAACGCATTGTCCCTTTGTA 12676700 PCR primer phage
f237 phages other f237 369 bp F-O3MM824 AGGACGCAGTTACGCTTGATG R-O3MM1192 CTAACGCATTGTCCCTTTGTAG 12676700 PCR primer phage
cryptic plasmid plasmids other - ? CP24b GGGATTCCTGTAACAACAAGTCAGGCP27b CCTCTTCCCCAGAACAATAAGAACAC16597870 PCR primer plasmid identification
Tn916/Tn1545 transposable transposon - 10463 bp int forward GCGTGATTGTATCTCACT int reverse GACGCTCCTGTTGCTTCT 11036009 PCR primer transposon
Tn916 transposable transposon - 589 bp forward primer GGGTACTTTTAGGGCTTAGT reverse primer GGCTGTCGCTGTAGGATAGAG 15644913 PCR primer transposon
integron class 1 integrons integrase + integron- ? Int1-1A TACCTCTCACTAGTGAGGGG Int1-1B TACCTCTCACTAGTGAGGGG 16816399 PCR primer integron
integron integrons integrase + integron- 491 bp hep35 TGCGGGTYAARGATBTKGATTT hep36 CARCACATGCGTRTARAT 10620677 PCR primer integrase
integron class 1 integrons gene cassettess - ? hep58 TCATGGCTTGTTATGACTGT hep59 GTAGGGCTTATTATGCACGC 10620677 PCR primer integron
cryptic plasmid plasmids other - 201 bp primer A TTCCCCTTGTAATTCGTTGC primer B TAGTAACTGCCACTTCATCA 2678327 PCR primer plasmid typing
P335 phages other P335 196 bp 335A GAAGCTAGGCGAATCAGTAAACTTGCTAG335B CGGCTATCTCGTCAATTGTTCCGGTTGC16943097 PCR primer phage
sk1 phages other sk1 318 bp 936A ATCAGTTGGCTCAATGGAAGACCAAGCGG936B GTTGCTTCTGCTGTTGGTGTCAAATGAGGA16943097 PCR primer phage
c2 phages other c2 444 bp c2A CAATCGAAGCAGGTGTAAAAGTTCGAGAACc2B GCTTTATCCATTTGTAGGTATGCTTCTGCC16943097 PCR primer phage
c2 phages other c2 621 bp Lb1 TCCCGGGCTAACCACCTCTACACTCLb2 GGTGTAGTGACCATCCTTTGAGAGC16943097 PCR primer phage
DT1 phages other DT1 750 bp Host 1 GAATGATACTGCTGGCAGTATTTCGGTTGGHost 5 CAGTCATGTAGCTATCGATGAAATTCCAACG16204526 PCR primer phage
cyanophages phages major capsid protein- 350 bp AN15 MCPF5 GTTCCTGGCACACCTGAAGCGTAN15 MCPR5 CTTACCATCGCTTGTGTCGGCATC16957185 PCR primer major capsid protein
Streptococcus thermophilus Phagesphages major capsid protein- 170 bp cos FOR GGTTCACGTGTTTATGAAAAATGGcos REV AGCAGAATCAGCAAGCAAGCTGTT16960053 PCR primer phage
Streptococcus thermophilus Phagesphages major capsid protein- 427 bp pac FOR GAAGCTATGCGTATGCAAGT pac REV TTAGGGATAAGAGTCAAGTG 16960053 PCR primer phage
Coliphages phages other - 177 bp Subgroup I ForwardCGTGGTTCCATACTGGAGGT Subgroup I ReverseCTTTCGAGCACACCCACC 17142373 PCR primer phage
Coliphages phages other - 184 bp Subgroup II ForwardGGTTCAAGTTGCGGGATG Subgroup II ReverseGAAAACAAACCGTTGCCG 17142373 PCR primer phage
Coliphages phages other - 113 bp Subgroup III ForwardCCGCGTGGGGTAAATCC Subgroup III ReverseTTACGATTGCGAGAAGGCTG 17142373 PCR primer phage
Coliphages phages other - 182 bp Subgroup IV ForwardCGTGGAAGCATGCCTGT Subgroup IV ReverseTTCCAGCCRGGCTCGAT 17142373 PCR primer phage
integron class 1 integrons integrase + integron- 892 bp intA ATCATCGTCGTAGAGACGTCGG intB GTCAAGGTTCTGGACCAGTTGC 10459805 PCR primer integrase
integron class 3 integrons integrase + integron- 760 bp 200 GCAGGGTGTGGACGAATACG 940 ACAGACCGAGAAGGCTTATG 8940421 PCR primer integrase
gamma phage phages major capsid proteingamma phage ? forward ACTGGGGAAGATGGAGGACT reverse ACGTGTACGCACTGGTTCAA 17208322 PCR primer phage
integron integrons integrase + integron- 315 bp intL GGAGAAGCGGATGCCCTT intR CAGGTAGTCGCTGCTCTT 17241339 PCR primer integrase
integron class 1 integrons integrase + integron- 899 bp Int1 upper ATGGCCGAGCAGATCCTGCACGInt1 lower GCCACTGCGCCGTTACCACCGC17350987 PCR primer integron
integron class 1 integrons gene cassettes - ? dfrA1 upper AGCATTACCCAACCGAAAGT aadA1 lower TGTCAGCAAGATAGCCAGAT 17350987 PCR primer integron
integron class 1 integrons gene cassettes - ? dfrA12 upper CTACCAAGGCAACGCTATGT aadA8 lower CTACCAAGGCAACGCTATGT 17350987 PCR primer integron
integron class 1 integrons gene cassettes - ? dfrA5 upper TGGCGGGGAGATTTACAGA ere(A) lower TTTCAGGACAGGGGCAAGC 17350987 PCR primer integron
Tn917 transposable transposon - 848 bp TNPA1 ATGGCTATGAAAAGAAT TNPA2 AAAAAAGCAATAAGTAAA 17483548 PCR primer transposon
Tn917 transposable transposon - 670 bp TNPR1 TTTTGGCTATGCTCGAGTG TNPR2 ATTCTTTTCATAGCCAT 17483548 PCR primer transposon
cryptic plasmid plasmids other - 377 bp BP1 AACCGTTTTTAATAGTGGCA BP2 TTCTGGCCAAGAATTATCC 17485821 PCR primer plasmid identification
R391 plasmids other - 542 bp orf4For ACGTCTTACGAAGTTATGGC orf4Rev CTCCAAGTCTTCAATGTGC 17504243 PCR primer integrase
pEF418 plasmids replicon / Inc - 462 bp pEF418-F AGGAATATCAAGTAATTCATGAAAGTpEF418-B ACACCAGTCGAAATGAATTT 17561499 PCR primer transposon
pIP501 plasmids replicon / Inc - 624 bp pIP501-F TCGCTCAATCACTACCAAGC pIP501-B CTTGAACGAGTAAAGCCCTT 17561499 PCR primer transposon
pS86 plasmids replicon / Inc - 551 bp pS86-F ACGAATGAAAGATAAAGGAGTAGpS86-B TAAATTCTAGTTTGGCAATCTTAT17561499 PCR primer transposon
pMMB1 plasmids replicon / Inc - 430 bp pMMB1-F ACTATGTCGTTGAGTCTAATGACTpMMB1-B AGCAAGATAGAATATTTACTTTTAAGTTT17561499 PCR primer transposon
pRUM plasmids replicon / Inc - 604 bp pRUM-F TACTAACTGTTGGTAATTCGTTAAATpRUM-B ATCAAGGACTCAACCGTAATT 17561499 PCR primer transposon
pCF10 plasmids replicon / Inc - 201 bp pCF10-F GCTCGATCARTTTTCAGAAG pCF10-B CGCAAACATTTGTCWATTTCTT 17561499 PCR primer transposon
pAM373 plasmids replicon / Inc - 394 bp pAM373-F TAGATACGACAAAAGAAGAATTACApAM373-B CCAATCATGTAATGTTACAACC 17561499 PCR primer transposon
pRE25 plasmids replicon / Inc - 630 bp pRE25-F GAGAACCATCAAGGCGAAAT pRE25-B ACCAGAATAAGCACTACGTACAATCT17561499 PCR primer transposon
integron integrons gene cassettes - various GCP1 GCSGCTKANCTCVRRCGTTRRRYGCP2 TCSGCTKGARCGAMTTGTTRRRY17686026 PCR primer integrase
integron class 1 integrons integrase + integron- 633 bp intI-255F ACSCAGAACCAGGCGYTSKCSGCNintI-864R YAGCAGATGNGTGGCRAAVSWRTGSCG17686026 PCR primer integrase
integron class 1 integrons integrase + integron- 404 bp intI-528F CGNGAYGGYAARGGSRNVAAGGAYCGSintI-864R YAGCAGATGNGTGGCRAAVSWRTGSCG17686026 PCR primer integrase
integron class 1 integrons integrase + integron- 444 bp intI-480F GGGTCAAGGAYSTSGAYTTCGGntI-948R NARTACRTGNGTRTADATCATNGT17686026 PCR primer integrase



CP933X phages major capsid protein- 1572 bp CP933X Capsid 5'TGGGRCCGGSAWRACATSCTG CP933X Capsid 3'TTACGCAGCTCTGCTGTC 17951439 PCR primer phage
CP933I phages major capsid protein- 753 bp CP933I Capsid 5'ATGACAATCCCAGAACAG CP933I Capsid 3'TCATACTGCTTTCTCCTT 17951439 PCR primer phage
CP933X (3) phages major capsid protein- 1026 bp CP933X (3) Capsid 5'ATGTCSRTKTACACMACYGCC CP933X (3) Capsid 3'TTAYGCCAGYTKKACGGASAC 17951439 PCR primer phage
CP933X (2) phages major capsid protein- 1204 bp CP933X (2) Capsid 5'RTGRCAGCAGAGCTGCGT CP933X (2) Capsid 3'TTAMACTGGKGTGTTYARCAA 17951439 PCR primer phage
CP933C phages major capsid protein- 1158 bp CP933C Capsid 5'ATGCMGAGAATAATCGAATTAC CP933C Capsid 3'TTAATCGTCGTCYTSYGGCAG 17951439 PCR primer phage
CP933R (3) phages major capsid protein- 1590 bp CP933R (3) Capsid 5'ATGAAACGAACGCCTGTC CP933R (3) Capsid 3'TTACGTCTCACGKGRTGT 17951439 PCR primer phage
CP933R phages major capsid protein- 1029 bp CP933R Capsid 5'ATGGGATTGTTTACGACC CP933R Capsid 3'TTATTTCACCTGTACCAC 17951439 PCR primer phage
CP933O/R phages major capsid protein- 348 bp CP933O/R Capsid 5'ATGGTRACGAAAAMATCACTGA CP933O/R Capsid 3'TTACGGCAGCGCYGC 17951439 PCR primer phage
P27 phages major capsid protein- 1224 bp P27 Capsid 5' RYGGYTGATRTTAAAGATGTG P27 Capsid 3' AATTTTCAKCAGCTTRATMGC 17951439 PCR primer phage
HK620 phages major capsid protein- 1272 bp HK620 Major Capsid 5'ATGGCCTAACAATCTCGA HK620 Major Capsid 3'TTACGGATTACCGAAGAA 17951439 PCR primer phage
933W phages large terminase subunit- 1272 bp 933W Mterm 5' ATGACATTCCGGAAGAAT 933W MTerm 3' TCAGTGAGCCATGCAGTG 17951439 PCR primer phage
933W phages large terminase subunit- 807 bp 933W 5' MinTermATGGCAAAGCTGGACTGG 933W MinTerm 3'TCATTCTTCCGGAATGTCAT 17951439 PCR primer phage
Φ24B phages integrase - 414 bp 24B int Fwd GCCAGGCTTTCTGAGCTACG 24B int Rev GCCTAAAATCATGCGTTCTCC 18048923 PCR primer phage
lambda, H19J, HKO22, P434phages integrase - from 280 to 447 bp1F GTTACMGGGCARMGAGTHGG 1R ATGCCCGAGAAGAYGTTGAGC 16156729 PCR primer phage
P21, e14 phages integrase - from 280 to 447 bp2F GTTACTGGWCARCGKTTAGG 2R GATCATCATKRTAWCGRTCGGT 16156729 PCR primer phage
ST64B phages integrase - from 280 to 447 bp3F AATGGARATWKCYTATYTVTGTGC3R TCRTARTCTGARATYCCYTTBGC16156729 PCR primer phage
P27, 933W, Fels1, BP4795, Gifsy2, EH297phages integrase - from 280 to 447 bp4F CTBGCMTGGGARGATATHGA 4R GMCCAGCABGCATARGTRTG 16156729 PCR primer phage
P4, HK620, Sf6 phages integrase - from 280 to 447 bp5AF TGGRAKRAMKTCGAYTTYGA 5AR CAGTTGCMYYTCWATMGCGTCA16156729 PCR primer phage
P4, epsilon 15 phages integrase - from 280 to 447 bp5BF TWGTKCGTWMMAGTGAATT 5BR TKGWTRTATRCCGCWCGYAC 16156729 PCR primer phage
Φ80, Gifsy1 phages integrase - from 280 to 447 bp5CF GGRMARTYATAAAACKSG 5CR TGCCCGAGCAKCWTYTCA 16156729 PCR primer phage
P2, L413C, WΦ phages integrase - from 280 to 447 bp6AF CTGAGYACWGGAGSAMGWTGG6AR CCBCCRTTMATCATRAARTG 16156729 PCR primer phage
Fels2, PSP3, P186phages integrase - from 280 to 447 bp6BF CCBCCRTTMATCATRAARTG 6BR CCBCCRTTMATCATRAARTG 16156729 PCR primer phage
P22, SfV, SfII, phages integrase - from 280 to 447 bp7F AACATYATMAAYCTKGARTGGCA7R CGAACCATTTCKATRGACTCCCA16156729 PCR primer phage
P1 phages integrase - from 280 to 447 bp8F TGCTTATAACACCCTGTTACGTAT8R TGCTTATAACACCCTGTTACGTAT16156729 PCR primer phage
ΦHAP-1 phages large terminase subunitΦHAP-1 2441 bp primer 1 AGAAGTGCAGCTCAACACC primer 2 ATCCTCTACCGCTTCATCCA 18448537 PCR primer integrase
ΦHAP-1 phages other ΦHAP-1 2681 bp primer 3 CGTCTTCTGTTTCGTCGTCA primer 4 GGTGTCTGCCAATGTTGATG 18448537 PCR primer integrase
Lactobacillus casei/paracasei bacteriophagesphages other - 356 bp NTP-Lc1 GATCTGGATGACAGTTCAAAAGTGCTATCCNTP-Lc2 GCTGAATGATTGTCCAGTTTCGCTTGTAAC18471918 PCR primer phage
Lactobacillus casei/paracasei bacteriophagesphages other - 589 bp NTP-Lc3 GCATCTGCAATTGATCGAACAAAGAACTGGCNTP-Lc4 GCATCTGAACCTGCAAGGATAACTCCTCGG18471918 PCR primer phage
integron class 1 integrons integrase + integron- 1010 bp INT-F CTCTCACTAGTGAGGGGC INT-R ATGAAAACCGCCACTGCG 17938181 PCR primer integron
IS1081 transposable insertion sequence- 135 bp Forward F2 CTGCTCTCGACGTTCATCGCCG Reverse R2 GGCACGGGTGTCGAAATCACG 15872248 PCR primer insertion sequence
IS1081 transposable insertion sequence- 113 bp Forward F2 CTGCTCTCGACGTTCATCGCCG Reverse R3 TGGCGGTAGCCGTTGCGC 15872248 PCR primer insertion sequence
IS6110 transposable insertion sequence- 123 bp TbA CTCGTCCAGCGCCGCTTCGG TbB CCTGCGAGCGTAGGCGTCGG 2109022 PCR primer insertion sequence
IS6110 transposable insertion sequence- 97 bp Tb-C GCTTCGGACCACCAGCACCT Tb-D GCGTCGGTGACAAAGGCCAC 12454182 PCR primer insertion sequence
IS6110 transposable insertion sequence- 317 bp IS 41 CCTGCGAGCGTAGGCGTCGG IS 43 TCAGCCGCGTCCACGCCGCCA 8698660 PCR primer insertion sequence
IS6110 transposable insertion sequence- 867 bp GAB 1 CTGACCGAGCTGGGTGIGC GAB 2 GGCTGAGGTCTCAGATCAGA 8698660 PCR primer insertion sequence
pEA29 plasmids replicon / Inc - 772 bp repA–F GATGAAATGCGTTTGCTGAA repA–R CAGTCCCGATATTGCTCCAT 18944076 PCR primer plasmid identification
pAPEC-1 plasmids TRA / MOB - ? TraI F TCAGTCTCCGCCCAGGGTTTTCTCTTTCTraB R ATGGCCAGTATCAATACCATTGTGAAAC19156210 PCR primer plasmid TRA
integron integrons integrase + integron- 530 bp intL ACATCATGCGACTCACTGAC intR TCTCTGGTCGGTCGTACAAT 16716540 PCR primer integrase
In0 integrons integrase + integron- 1000 3500 5'-CS GGCATCCAAGCAGCAAGC 3'-CS AAGCAGACTTGACCTGAT 7695304 PCR primer integron
integron class 1 integrons gene cassettes - ? 5'-CS CTTCTAGAAAACCGAGGATGC 3'-CS CTCTCAAGATTTTAATGCGGATG15761066 PCR primer integron
In0 integrons integrase + integron- 295 300 bp L2 GACGATGCGTGGAGACC L3 CTTGCTGCTTGGATGCC 9158775,113 PCR primer integron
integron integrons gene cassettes - 739 bp in-F (5'-CS) GGCATACAAGCAGCAAGC in-B (3'-CS) AAGCAGACTTGACCTGAT 10770768 PCR primer integron
integron class 1 integrons integrase + integron- 923 bp Int-1U GTTCGGTCAAGGTTCTG Int-1D GCCAACTTTCAGCACATG 15383699 PCR primer integron
integron class 1 integrons integrase + integron- 943 bp IntI1-U GTTCGGTCAAGGGTTCTG IntI1-D GCCAACTTTCAGCACATG 31990611 PCR primer integrase
integron class 2 integrons integrase + integron- 439 bp Int2A ATGTCTAACAGTCCATTTTTAAATTCTAInt2B AAATCTTTAACCCGCAAACGC 10049292 PCR primer integron
integron class 4 integrons integrase + integron- 936 bp INT-4U GTGTTCGCGAATTTATGC INT-4D ACGGGATAATGGGCTTAA 16585645 PCR primer integron
integron class 1 integrons gene cassettes - 980–2800 bp 5'-CS TCGGGCATCCAAGCAGCAAGCGC3'-CS TAAAAGCAGACTTGACCTGATAG15724712 PCR primer integrase



In50 integrons gene cassettes - ? VEBcas-F GTTAGCGGTAATTTAACCAGATAGVEBcas-B CGGTTTGGGCTATGGGCAG 10427724 PCR primer integron
integron class 1 integrons integrase + integron- 1008 bp int1F GGCATCCAAGCAGCAAGC int1B TAGTCCAGTTCAGACGAA 9495010 PCR primer integron
male-specific (F+) RNA coliphagesphages other - 142 bp FRNA I F CAAACCAGCATCCGTAGCC FRNA I R CTTGTTCAGCGAACTTCTTRTA 19442844 PCR primer phage
male-specific (F+) RNA coliphagesphages other - 471 bp FRNA II F ATGCCGTTAGGTTTAGRTGAC FRNA II GCAATHGCAACCCCAATA 19442844 PCR primer phage
male-specific (F+) RNA coliphagesphages other - 795 bp FRNA III F CTACTGCTGGTAATCTCTGGC FRNA III CAACRCCGTTRGTGGGATTTA 19442844 PCR primer phage
male-specific (F+) RNA coliphagesphages other - 1159 bp FRNA IV F CTGTCCGCAGGATGTWACCA FRNA IV R GGCACTGTCCTGAATCCACG 19442844 PCR primer phage
fels-1 phages integrase fels-1 450 bp Fels-1 INTF1 ATGACGCTCTTGGACGCAGGAGGAFels-1 INTR1 GCGGCCTGGCCTGGTAATATGATG19493006 PCR primer phage
fels-2 phages other fels-2 620 bp Fels-2 pp212-1 TGGCGCTGGGCTGGAAAG Fels-2 pp212-2 TGCTCCGGTTGGCGTAGG 19493006 PCR primer phage
gifsy-1 phages integrase gifsy-1 558 bp Gifsy-1 pp72 TTCCCGCTCTCCTTACAC Gifsy-1 pp74 CCGATCGTCATCTTGTCC 19493006 PCR primer phage
gifsy-2 phages integrase gifsy-2 500 bp Gifsy-2 INTF1 ATGGCTAATGCATCATACCCGACAGifsy-2 INTR1 TCGTGAGTGGATCTGGTTCCCCTT19493006 PCR primer phage
integron class 1 integrons integrase + integron- 483 bp Int1.F GGGTCAAGGATCTGGATTTCG Int1.R ACATGCGTGTAAATCATCGTCG 10817710 PCR primer integron
integron class 2 integrons integrase + integron- 789 bp int2.F CACGGATATGCGACAAAAAGGT int2.R GTAGCAAACGAGTGACGAAATG10817710 PCR primer integron
integron class 2 integrons gene cassettes - 2000 bp hep74 CGGGATCCCGGACGGCATGCACGATTTGTAhep51 GATGCCATCGCAAGTACGAG 11502548 PCR primer integrase
integron class 3 integrons integrase + integron- 600 bp IntI3 F AGTGGGTGGCGAATGAGTG IntI3 R TGTTCTTGTATCGGCAGGTG 11181350 PCR primer integrase
integron class 1 integrons integrase + integron- 280 bp intI1 F CCTCCCGCACGATGATC intI1 R TCCACGCATCGTCAGGC 11181350 PCR primer integron
integron class 2 integrons integrase + integron- 233 bp intI2 F TTATTGCTGGGATTAGGC intI2 B ACGGCTACCCTCTGTTATC 11181350 PCR primer integrase
integron class 4 integrons integrase + integron- 696 bp intI4 F CGGTATGTCTAATTGCTCTTG intI4 B TGGCCACAAAGACTCAATCAC 11181350 PCR primer integrase
IncP-9 plasmids replicon / Inc - 554 bp repF CCAGCGCGGTACWTGGG repR GTCGGCAICTGCTTGAGCTT 10589707 PCR primer plasmid replicon
IncP-9 plasmids replicon / Inc - 1085 bp mpfA 1Fa CAGCCAAGTGCGCCAGGTTTG parA 1Ra GCGTTTCATGGTGACCTTCC 19709281 PCR primer plasmid replicon
IncP-9 plasmids replicon / Inc - 1365 bp parB 2Fa GGAAATGAAACGGGCCTGC korA 2Ra GTCATGGGTCAACGTCCTTGG 19709281 PCR primer plasmid replicon
IncP-9 plasmids replicon / Inc - 1167 bp korA 3Fa GCAGACCCATTCCATGACCACC res 3Ra CTCTGCCGCTCCCGCCG 19709281 PCR primer plasmid replicon
IncP-9 plasmids replicon / Inc - 800 bp ori 3Fd CCACCGACACTGATGGTCTG rep 3Rc ACCGTGATGCGTATTCGTG 19709281 PCR primer plasmid replicon
IncP-9 plasmids replicon / Inc - 3150 bp mpfA 1Fa CAGCCAAGTGCGCCAGGTTTG korA 2Ra GTCATGGGTCAACGTCCTTGG 19709281 PCR primer plasmid replicon
IncP-9 plasmids replicon / Inc - 2108 bp korA 3Fa GCAGACCCATTCCATGACCACC rep 3Rc CCACCGACACTGATGGTCTG 19709281 PCR primer plasmid replicon
pNGR234a, pTi15955, pTiC58plasmids TRA / MOB - ~680 bp Tra-A2 AAYGCYTCWACCTTGTTCCA Tra-C2 CCTCGAAGGCYGCCTGAAGC 19709282 PCR primer plasmid TRA
ISPpu12 transposable insertion sequence- 782 bp ISPpu12f AGCGGGTCACTCTCTGGG ISPpu12r GCTTCGGGATGGTGGCTA 19719596 PCR primer insertion sequence
IS200 transposable insertion sequence- 557 bp IS200-L2 CCTAACAGGCGCATACGATC IS200-R2 ACATCTTGCGGTCTGGCAAC 8784561 PCR primer plasmid typing
IncW plasmids replicon / Inc - 1140 bp oriV 1 GACCCGGAAAACCAAAAATA oriV 2 GTGAGGGTGAGGGTGCTATC 8779598 PCR primer plasmid inc
IncW plasmids replicon / Inc - 317 bp oriT 1 TCTGCATCATTGTAGCACC oriT 2 CCGTAGTGTTACTGTAGTGG 8779598 PCR primer plasmid inc
IncW plasmids replicon / Inc - 141 bp trwAB 1 AGCGTATGAAGCCCGTGAAGGGtrwAB 2 AAAGATAAGCGGCAGGACAATAACG8779598 PCR primer plasmid inc
IncN plasmids replicon / Inc - 164 bp rep 1 AGTTCACCACCTACTCGCTCCG rep 2 CAAGTTCTTCTGTTGGGATTCCG8779598 PCR primer plasmid inc
IncN plasmids replicon / Inc - 329 bp kikA 1 ACTTACCTTTATCAACATTCTGGCGkikA 2 CGACTGGTTACTTCCACCTTCGC8779598 PCR primer plasmid inc
IncN plasmids replicon / Inc - 349 bp oriT 1 TTGGGCTTCATAGTACCC oriT 2 GTGTGATAGCGTGATTTATGC 8779598 PCR primer plasmid inc
IncP plasmids replicon / Inc - 110 bp oriT 1 CAGCCTCGCAGAGCAGGAT oriT 2 CAGCCGGGCAGGATAGGTGAAGT8779598 PCR primer plasmid inc
IncP plasmids replicon / Inc - 889 bp trfA1 1 ATGACGACCAAGAAGCG trfA1 2 AACCCCCAGCCGGAACTG 8779598 PCR primer plasmid inc
IncP plasmids replicon / Inc - 241 bp trfA2 1 CGAAATTCRTRTGGGAGAAGTA trfA2 2 CGYTTGCAATGCACCAGGTC 8162179 PCR primer gene cassettes
IncP plasmids replicon / Inc - 294 bp korA 1 ATGAAGAAACGGCTNACCGA korA 2 TTCCTGTTTYYTCTTGGCGTC 8162179 PCR primer plasmid inc
IncP plasmids replicon / Inc - 762 bp traG 1 CTGCGTCACGATGAACAGGCTTACCtraG 2 ACTTCCAGCGGCGTCTATGTGG8779598 PCR primer plasmid inc
IncQ plasmids replicon / Inc - 1160 bp repB 1 TCGTGGTCGCGTTCAAGGTACGrepB 2 CTGTAAGTCGATGATCTGGGCGTT8779598 PCR primer plasmid inc
IncQ plasmids replicon / Inc - 436 bp oriV 1 CTCCCGTACTAACTGTCACG oriV 2 ATCGACCGAGACAGGCCCTGC 8779598 PCR primer plasmid inc
IncQ plasmids replicon / Inc - 191 bp oriT 1 TTCGCGCTCGTTGTTCTTCGAGCoriT 2 GCCGTTAGGCCAGTTTCTCG 8779598 PCR primer plasmid inc
integron class 2 integrons integrase + integron- 978 bp intI2-START ATGTCTAACAGTCCATTTTTAAATTCintI2-STOP TTACTGATTGATAAGTAGCATC 20542899 PCR primer integrase
integron class 1 integrons integrase + integron- 196 bp intI1-LC1 GCCTTGATGTTACCCGAGAG intI1-LC5 GATCGGTCGAATGCGTGT 20542899 PCR primer integrase
integron class 2 integrons integrase + integron- 195 bp intI2-LC2 TGCTTTTCCCACCCTTACC intI2-LC3 GACGGCTACCCTCTGTTATCTC 20542899 PCR primer integrase
integron class 3 integrons integrase + integron- 138 bp intI3-LC1 GCCACCACTTGTTTGAGGA intI3-LC2 GGATGTCTGTGCCTGCTTG 20542899 PCR primer integrase
IS26 transposable insertion sequence- 400 bp IS26F GCGGTAAATCGTGGAGTGAT IS26R ATTCGGCAAGTTTTTGCTGT3 15347638 PCR primer insertion sequence
IS26 transposable insertion sequence- ? IS26LF GTCGGTGGTGATAAAC IS26RR GTTAGCGATGAGGCAG 19188377 PCR primer insertion sequence



ISEcp1 transposable insertion sequence- ? ISEcp1L1 CAGCTTTTATGACTCG ALA-5 CCTAAATTCCACGTGTGG 19188377 PCR primer insertion sequence
ΦA1122 phages other ΦA1122 105 bp ΦA1122-F CCAAATGGAAGCACTGCCCTGTAGΦA1122-R ATGCGGTGAGAGCCTCAGGATTC20596528 PCR primer phage
L-413C phages other L-413C 75 bp L-413C-F ACGTGGTCATGTCCGTCACAATCL-413C-R CAGAACCCCATTGCCTTTATCTTCAG20596528 PCR primer phage
ΦBP phages other ΦBP 448 bp phL CCAAGAAATGGACCCAGTAGACphR ATCATTCATTACCGCCTCTACC 20659166 PCR primer holin phage
ΦBP phages holin ΦBP 405 bp phL TCGGTCGACAAGCAAATGATGATAGCphR CGTCTCAAGAATCGAAAGCAGCTC20659166 PCR primer holin phage
IncHI1 plasmids replicon / Inc - 471 bp HI1 FW GGAGCGATGGATTACTTCAGTACHI1 RV TGCCGTTTCACCTCGTGAGTA 15935499 PCR primer plasmid identification
IncHI2 plasmids replicon / Inc - 644 bp HI2 FW TTTCTCCTGAGTCACCTGTTAACACHI2 RV GGCTCACTACCGTTGTCATCCT 15935499 PCR primer plasmid identification
IncI1 plasmids replicon / Inc - 139 bp I1 FW CGAAAGCCGGACGGCAGAA I1 RV TCGTCGTTCCGCCAAGTTCGT 15935499 PCR primer plasmid identification
IncX plasmids replicon / Inc - 376 bp X FW AACCTTAGAGGCTATTTAAGTTGCTGATX RV TGAGAGTCAATTTTTATCTCATGTTTTAGC15935499 PCR primer plasmid identification
IncL/M plasmids replicon / Inc - 785 bp L/M FW GGATGAAAACTATCAGCATCTGAAL/M RV CTGCAGGGGCGATTCTTTAGG 15935499 PCR primer plasmid identification
IncN plasmids replicon / Inc - 559 bp N FW GTCTAACGAGCTTACCGAAG N RV GTTTCAACTCTGCCAAGTTC 15935499 PCR primer plasmid identification
IncFIA plasmids replicon / Inc - 462 bp FIA FW CCATGCTGGTTCTAGAGAAGGTGFIA RV GTATATCCTTACTGGCTTCCGCAG15935499 PCR primer plasmid identification
IncFIB plasmids replicon / Inc - 702 bp FIB FW GGAGTTCTGACACACGATTTTCTGFIB RV CTCCCGTCGCTTCAGGGCATT 15935499 PCR primer plasmid identification
IncW plasmids replicon / Inc - 242 bp W FW CCTAAGAACAACAAAGCCCCCGW RV GGTGCGCGGCATAGAACCGT 15935499 PCR primer plasmid identification
IncY plasmids replicon / Inc - 765 bp Y FW AATTCAAACAACACTGTGCAGCCTGY RV GCGAGAATGGACGATTACAAAACTTT15935499 PCR primer plasmid identification
IncP plasmids replicon / Inc - 534 bp P FW CTATGGCCCTGCAAACGCGCCAGAAAP RV TCACGCGCCAGGGCGCAGCC 15935499 PCR primer plasmid identification
IncFIC plasmids replicon / Inc - 262 bp FIC FW GTGAACTGGCAGATGAGGAAGGFIC RV TTCTCCTCGTCGCCAAACTAGAT15935499 PCR primer plasmid identification
IncA/C plasmids replicon / Inc - 465 bp A/C FW GAGAACCAAAGACAAAGACCTGGAA/C RV ACGACAAACCTGAATTGCCTCCTT15935499 PCR primer plasmid identification
IncT plasmids replicon / Inc - 750 bp T FW TTGGCCTGTTTGTGCCTAAACCATT RV CGTTGATTACACTTAGCTTTGGAC15935499 PCR primer plasmid identification
IncFIIS plasmids replicon / Inc - 270 bp FIIS FW CTGTCGTAAGCTGATGGC FIIS RV CTCTGCCACAAACTTCAGC 15935499 PCR primer plasmid identification
IncFrepB plasmids replicon / Inc - 270 bp FrepB FW TGATCGTTTAAGGAATTTTG FrepB RV GAAGATCAGTCACACCATCC 15935499 PCR primer plasmid identification
IncK/B plasmids replicon / Inc - 160 bp K/B FW GCGGTCCGGAAAGCCAGAAAACK RV TCTTTCACGAGCCCGCCAAA 15935499 PCR primer plasmid identification
IncB/O plasmids replicon / Inc - 159 bp K/B FW GCGGTCCGGAAAGCCAGAAAACB/O RV TCTGCGTTCCGCCAAGTTCGA 15935499 PCR primer plasmid identification
pXO1 plasmids other - ? cyapri_f AGGTAGATTTATAGAAAAAAACATTACGGGcyapri_r GCTGACGTAGGGATGGTATT 20826037 PCR primer plasmid identification
pXO2 plasmids other - ? caBpri2_f AGCAAATGTTGGAGTGATTGTAAATGcaBpri2_r AAAGTAATCCAAGTATTCACTTTCAATAG20826037 PCR primer plasmid identification
IncFII plasmids replicon / Inc - 258–262 bp FII FW CTGATCGTTTAAGGAATTTT FII RV CACACCATCCTGCACTTA 20935300 PCR primer plasmid replicon
IncFIB plasmids replicon / Inc - 683 bp FIB FW TCTGTTTATTCTTTTACTGTCCACFIB RV CTCCCGTCGCTTCAGGGCATT 1593549 PCR primer plasmid identification
IncFIB plasmids replicon / Inc - 683 bp FIBS FW TGCTTTTATTCTTAAACTATCCACFIB RV CTCCCGTCGCTTCAGGGCATT 20935300 PCR primer plasmid replicon
IncFII plasmids replicon / Inc - 259–260 bp FIIS FW CTAAAGAATTTTGATGGCTGGC FIIS RV CAGTCACTTCTGCCTGCAC 20935300 PCR primer plasmid replicon
IncFII plasmids replicon / Inc - 227 bp FIIY FW TGGYAGGGAACTGGTTCTG FIIY RV GTRAGTCACACCTTCCCGC 20935300 PCR primer plasmid replicon
IncFII plasmids replicon / Inc - 142–148 bp FIIK FW TCTTCTTCAATCTTGGCGGA FIIK RV GCTTATGTTGCACRGAAGGA 20935300 PCR primer plasmid replicon
IncFII plasmids replicon / Inc - 700 bp FII FW CTGATCGTTTAAGGAATTTT FD RV GGAATGTAGCACCCGAT 20935300 PCR primer plasmid replicon
IncFII plasmids replicon / Inc - 809 bp RepAFII FW CCAAACGTATTACCGCCAGGTAARepAFII RV CGGTTACGTGACAGAATCATGCGC20935300 PCR primer plasmid replicon
integron integrons integrase + integron- ? INT1 GCTGGATAGGTTAAGGGCGG INT2 CTCTATGGGCACTGTCCACATTG11600347 PCR primer integron
Tn2921 transposable transposon - 712 bp fosAF2 ATGGTGGGTGCGTTCATA fosAR2 TGATTGCACAGGTACTCC 21392044 PCR primer plasmid identification
Tn2921 transposable transposon - 426 bp fosAF1 GCTGCAATCACTCAACCATC fosAR1 AAGCTGGAGCTGCACGTG 21392044 PCR primer plasmid identification
integron integrons integrase + integron- 480 bp intCiF3a GTCAAGGATSTGGATTTCGA intCiiiR3a ACATGCGTGTARATCATCGT 21394508 PCR primer integrase
integron integrons integrase + integron- 480 bp intCiF3b GTCAAAGATWTCGATTTTGA intCiiiR3b ACATGCGTGTARATCTGCGT 21394508 PCR primer integrase
integron class 1 integrons integrase + integron- 890 bp intI1F GTTCGGTCAAGGTTCTGG intI1R CGTAGAGACGTCGGAATG 17573473 PCR primer integrase
integron class 2 integrons integrase + integron- 1056 bp intI2F CAAGCATCTCTAGGCGTA intI2R AGAAGCATCAGTCCATCC 17573473 PCR primer integrase
integron class 3 integrons integrase + integron- 878 bp intI3F CATCAAGCTGCTCGATCA intI3R ACAACTCTTGCACCGTTC 17573473 PCR primer integrase
IS16 transposable insertion sequence- 547 bp IS16-F CATGTTCCACGAACCAGAG IS16-R TCAAAAAGTGGGCTTGGC 21453466 PCR primer plasmid typing
S-PM2, P-SSM2, P-SSM4, KVP40phages other - 420 bp vPhoHf TGCRGGWACAGGTAARACAT vPhoHr TCRCCRCAGAAAAYMATTTT 21926220 PCR primer phage
ISEf1 transposable insertion sequence- 727 bp F CCTAGAGATCGGAATGG R GGCAAATAATAAAAAGTTAA 22581461 PCR primer integrase
IS256 transposable insertion sequence- 995 bp F AGCGAAGAGATTCAAACG R TTCAATTAGATTGGTACT 22581461 PCR primer integrase
Enterococcus italicus plasmidplasmids TRA / MOB - 518 bp F ACTTTCTTGCGACGTGTCGA R ACTTTCTTGCGACGTGTCGA 22581461 PCR primer integrase
Enterococcus italicus plasmidplasmids TRA / MOB - 422 bp F ACTTTCTTGCGACGTGTCGA R AAGGTGAAGAGTGCCGCAAG 22581461 PCR primer integrase



Enterococcus italicus plasmidplasmids replicon / Inc - 364 bp F CAAGTCGACGAACCCTGGTT R ACTTGCGAACAGCTCGCTC 22581461 PCR primer integrase
myovirus phages major capsid protein- 358 bp CDMCapF1 CACTARMKTAYGSAMAAGWW CDMCapR1 CWRTAAGCATCYATCTCTGG 22624004 PCR primer phage
Tn5 transposable transposon - ? tpnRL17-1 AACAAGCCAGGGATGTAACG tpnRL13-2 CAGCAACACCTTCTTCACGA 22636006 PCR primer transposon
IS3 transposable insertion sequence- ? IS3tr-L CCATATTACGTGGGTAGGATCA IS3tr-R CCACTATTGCTGGGTAAGATCA 22649631 PCR primer phage
myoviruses phages holin - 227 bp CDHmyoF TATACCAGAGCAGTTRCTRA CDHmyoR CMTCCTTCAAYTGTTTGTAA 22706062 PCR primer holin phage
siphoviruses phages holin - 150 bp CDHsiphoF TTATGCGCTTTGCTRTTYAA CDHsiphoR MGTTTTCATTGCTCCCATTT 22706062 PCR primer holin phage
Acinetobacter baumannii phagephages large terminase subunit- 588 bp phL GTCACGGCCAACACCAC phR GCACGATTGAAGCAAGGG 21289143 PCR primer insertion sequence
pSDV plasmids other - 112 bp SalDub-F GGGTGAGCGAGCTGGAAA SalDub-R CGCCATAAAGTCCGGGTCA 22747740 PCR primer plasmid identification
pMV158 plasmids TRA / MOB - 142 bp pMVoriT fw ctacctgtcccttgctgat pMVoriT rv gcagtgccgaccaaaacc Alexandrino M (2006) Studies on the mechanisms of bacteria elimination in constructed wetlands. PhD thesis, Technical University Berlin, GermanyPCR primer plasmid inc
integron class 1 integrons integrase + integron- ? IntiIf CGAGGCATAGACTGTAC IntiIr TTCGAATGTCGTAACCGC 12435702 PCR primer gene cassettes
integron class 2 integrons integrase + integron- 467 bp IntiIIf GCAAATGAAGTGCAACGC IntiIIr ACACGCTTGCTAACGATG 12435702 PCR primer gene cassettes, PCR primer integrase
integron class 3 integrons integrase + integron- ? IntiIIIf AGGTGCCTCCGGCAGCG IntiIIIr TGTCTGTGGACCCACAA 12435702 PCR primer gene cassettes
Tn1331 transposable transposon - ? TnpR AAGTTCATCGGGTTCGC aac(69)-Ib TGTGACGGAATCGTTGC 7695304 PCR primer gene cassettes
IncA/C plasmids replicon / Inc - ? CA1 ATGTCGCAGACAGAAAATGC OR1 CCTTGCAGTTTAATGTGAATAA 22926720 PCR primer gene cassettes
IS26 transposable insertion sequence- ? IS26F GCTGGCTGAACGCGGAG IS26R ATACCTTTGATGGTGGC 22926720 PCR primer gene cassettes
IS440 transposable insertion sequence- ? IS440F CTCACTGTTCGCGACT IS440R GGCATGCGCAGTGAGCGG 22926720 PCR primer gene cassettes
Tn133 transposable transposon - ? Tn1331NF GAATTGCCTCGTGATACGCCTATTTTn1331NR GCGGCCGCGATAGTTTGGCTGTGAGCAAT22926720 PCR primer gene cassettes
Tn3 transposable transposon - ? Tn3F AAGTTCATCGGGTTCGC 201L ACTACGATACGGGAGGGCT 22926720 PCR primer gene cassettes
Tn7 transposable transposon - ? TnsAF CTCCATATTCACTACTTGGCT TnsAR GCTAACAGTACAAGAAGTTCC 22926720 PCR primer gene cassettes
Tn7 transposable transposon - ? TnsBF CATGTGGTCCAAGAACATAAG TnsBR GAGCAAGCATTTACAAAAGC 22926720 PCR primer gene cassettes
Tn7 transposable transposon - ? TnsCF GTTTATCGTGATACGGGGG TnsCF GCTATCCCAGTCGCTGGG 22926720 PCR primer gene cassettes
Tn7 transposable transposon - ? TnsCF GGGATTGTTAGTCCTAAGC TnsCF CCGTCTAATTTGATAATCTTC 22926720 PCR primer gene cassettes
Tn7 transposable transposon - ? TnsEF TTGCTCTCTAACCACTCT TnsER TCGATTTGCTGCTTTTGATG 22926720 PCR primer gene cassettes
dfrA1 integrons gene cassettess - ? Dhfr1r CCTGAAATCCCCAGCAA dhfrA1 AGCTGTTCACCTTTGG 22926720 PCR primer gene cassettes
dfrA16 integrons gene cassettess - ? Dhfr16F CAAAGGCGAGCAACTTC Dhfr16R CACCCTCATCATTCGTA 22926720 PCR primer gene cassettes
integron class 1 integrons integrase + integron- 568 bp IntI1.L ACATGTGATGGCGACGCACGA IntI1.R ATTTCTGTCCTGGCTGGCGA 10991844 PCR primer integron
integron class 1 integrons integrase + integron- 160 bp Int1F CAGTGGACATAAGCCTGTTC Int1R CCCGAGGCATAGACTGTA 11136740 PCR primer integron
integron class 1 integrons integrase + integron- 1201 bp Int1A AAAACCGCCACTGCGCCGTTA Int1B GAAGACGGCTGCACTGAACG 10049292 PCR primer integron
integron class 1 integrons integrase + integron- 557 bp Int1B GATGCCTGCTTGTTCTAC Int1F GCCTTGCTGTTCTTCTAC 10582902 PCR primer integron
integron class 2 integrons integrase + integron- 232 bp IntI2F TTATTGCTGGGATTGGGC IntI2R ACGGCTACCCTCTGTTATC 11181350 PCR primer integron
integron class 2 integrons integrase + integron- 287 bp Int2F TTGCGAGTATCCATAACCTG Int2R TTACCTGCACTGGATTAAGC 11136740 PCR primer integron
integron class 3 integrons integrase + integron- 979 bp Int3.F GCCTCCGGCAGCGACTTTCAG Int3.R ACGGATCTGCCAAACCTGACT 10817710 PCR primer integron
integron class 3 integrons integrase + integron- 765 bp Int3A GTGGCGCAGGGTGTGGAC Int3B ACAGACCGAGAAGGCTTATG 10049292 PCR primer integron
T4 phages major capsid protein- 600 bp MZIA1bis GATATTTGIGGIGTTCAGCCIATGAMZIA6 CGCGGTTGATTTCCAGCATGATTTC16116082 PCR primer major capsid protein
pUB11C plasmids other - 381 bp IS431 P4 CAGGTCTCTTCAGATCTACG Pub110 R1 GAGCCATAAACACCAATAGCC 23522081 PCR primer plasmid typing
Ln. mesenteroides and Ln. pseudomesenteroides phagesphages other - 322 bp LnP_f TCAACNGGTGTNCAAAAGTTT LnP_r CTTCGTCTTCATCGTCACTTTC 23563949 PCR primer phage
B. thuringiensis phagesphages other - ? Fw Ph1-3 TerS GGCTVTTTTGYHTBTAYTAYGTBAARe Ph1-3 TerS GCYYTCATYYTRTCNKCMARYTT23632013 PCR primer phage
pAW63 plasmids replicon / Inc - 403 bp plaL CCTAATGTATATAATTTTGGTACATATplaR ACATTTTCCTCAAAGAACAT 19879906 PCR primer plasmid replicon
pSAS, pN315 plasmids replicon / Inc - 637 bp plaL ATGTGTAATAAATTAAAAGAGCAplaR ATTGTCTTGATTTATCTATCTTG 19879906 PCR primer plasmid replicon
pUSA02 plasmids replicon / Inc - 227 bp plaL AGACGTAATATGCGTRTTGA plaR CCAAAATAYTTYGTTTCTGG 19879906 PCR primer plasmid replicon
pIM13 plasmids replicon / Inc - 382 bp plaL TATAAAGGCTCTCAGAGGCT plaR CCAAATTCGAGTAAGAGGTA 19879906 PCR primer plasmid replicon
pSK6 plasmids replicon / Inc - 200 bp plaL TAAATAAAGACTCAGGAGAAGTAplaR TAGCAAGTTCTCGAACTGTT 19879906 PCR primer plasmid replicon
pEF1071 plasmids replicon / Inc - 500 bp plaL TCTAGAATGCGTAAAAAGG plaR CCTTTGAAGATWGCRGTWAG 19879906 PCR primer plasmid replicon
pBMB67 plasmids replicon / Inc - 470 bp plaL GAGCCTATAACAGAGTACACA plaR CAAATATAGGCTTTGTAGTTC 19879906 PCR primer plasmid replicon
pC194 plasmids replicon / Inc - 402 bp plaL ATGATGCAATATATTAAGCA plaR TACCAGAATAYTTAGCCATTTC 19879906 PCR primer plasmid replicon
pRI plasmids replicon / Inc - 164 bp plaL GAAAGYTTRGATAGYTTTGC plaR RTTTTGRCTTTCTTSYTTCA 19879906 PCR primer plasmid replicon
pUSA03 plasmids replicon / Inc - 327 bp plaL CAGTAGAAGAAAATTATAAAGAACplaR GTTATGGCTGGTTTTAATAAA 19879906 PCR primer plasmid replicon



pSAS plasmids replicon / Inc - 592 bp plaL CAGGAAAACACTTCGTTTAT plaR CTTCTATATCACTATCATTGTCATT19879906 PCR primer plasmid replicon
pUB101 plasmids replicon / Inc - 543 bp plaL GWGATCGCTTARAYTTATCTAT plaR YMTTGTTSTGGMAATTCTT 19879906 PCR primer plasmid replicon
pMG1(pHTβ) plasmids replicon / Inc - 199 bp plaL GTATTAACACACTGGACTC plaR TCAGTGTAGGCAATAACCC 19879906 PCR primer plasmid replicon
bacteriophage WOphages major capsid protein- 263 bp orf7f GAAATGCTTGTTCAGCTAATAGCorf7r ATAAATTCTCCTATTTTTTCTGG 15094394 PCR primer phage
IS66 transposable insertion sequence- 230 bp ISL CTGACGACATCCTTCTGCTG ISR GGTCAGCGTATCGCTCTCTT 24231383 PCR primer phage
Cyanomyovirus phages other - 592 bp CPS1 GTAGWATWTTYTAYATTGAYGTWGGCPS8 ARTAYTTDCCDAYRWAWGGWTC9603813 PCR primer phage
cyanophages phages other - 165 bp CPS1 GTAGWATTTTCTACATTGAYGTTGGCPS2 GGTARCCAGAAATCYTCMAGCAT9603813 PCR primer phage
cyanophages phages other - 860 bp CPS3 TGGTAYGTYGATGGMAGA CPS4 CATWTCWTCCCAHTCTTC 11916671 PCR primer phage
Cyanophage phages other - 430 bp CPS1 GTAGWATTTTCTACATTGAYGTTGGCPS4 CATWTCWTCCCAHTCTTC 11916671 PCR primer phage
Cyanophage phages other - ? Pro-psbA-1F AACATCATYTCWGGTGCWGT Pro-psbA-1R TCGTGCATTACTTCCATACC 15256601 PCR primer phage
Phycodnavirus phages other - 680 or 800 bp AVS1 GARGGIGCIACIGTIYTIGAYGC AVS2 GCIGCRTAICKYTTYTTISWRTA 7747950 PCR primer phage
Phycodnavirus phages major capsid protein- 347 to 518 bp mcp Fwd GGYGGYCARCGYATTGA mcp Rev TGIARYTGYTCRAYIAGGTA 18359826 PCR primer phage
IncFIIK plasmids replicon / Inc - 297 bp MRxeFII-K_for CGATATTCTKGAACCCCGTA MRxeFII-K_rev TCATTGCCCATAATYCGTCC 24342269 PCR primer plasmid replicon
IncFIA, IncFIB, IncFIIplasmids replicon / Inc - 753 bp MRxeF-tot_for ATCAGGAMCCACAGTTACAC MRxeF-tot_rev GTTTCATGATRTCRCGACTGAG 24342269 PCR primer plasmid replicon
IncFV plasmids replicon / Inc - 642 bp MRxeFV_for CATCAAAGCGAARGAGYAGTTCACMRxeFV_rev TTACCCTCWGCAATATGRCGRA24342269 PCR primer plasmid replicon
IncN plasmids replicon / Inc - 332 bp MRxeN_for CCAGTTTAGAAACCCGATCA MRxeN_rev CGTAATCGTCGTAAATGCTG 24342269 PCR primer plasmid replicon
IncI1 plasmids replicon / Inc - 764 bp MRxeI1_for TTTAATCATGAGCAAACGCC MRxeI1_rev ACAACYCTGTCACCATAATC 24342269 PCR primer plasmid replicon
IncL/M plasmids replicon / Inc - 491 bp MRxeLM_for TCGCTATATCGTTGGTGATG MRxeLM_rev GGGTATGTTGGGCAATTTTC 24342269 PCR primer plasmid replicon
IncA/C plasmids replicon / Inc - 659 bp MRxeAC_for TGATTGAGAAAGTGCGGAACTC MRxeAC_rev CACACCATAGGAGAACTCGT 24342269 PCR primer plasmid replicon
IncHI1, IncHI2 plasmids replicon / Inc - 873 bp MRxeHIalpha_forCCAAAAGACTGACTTGGGAGCAMRxeHIalpha_revCCGAGTTAGCCATCAAGGAA 24342269 PCR primer plasmid replicon
IncHI1 plasmids replicon / Inc - 368 bp MRxeHIbeta_for GATGGTATGTGGATAGTCCG MRxeHIbeta_rev GAATATGCCTCACYATCGCT 24342269 PCR primer plasmid replicon
IncHI2 plasmids replicon / Inc - 225 bp MRxeHIgamma_forAATGACGTGGTTGAATACGA MRxeHIgamma_revAGAATAGAAATCAGCGGTCC 24342269 PCR primer plasmid replicon
IncX1 plasmids replicon / Inc - 845 bp MRxeX1_for GAAAATGGTCGTAAGTCAGCT MRxeX1_rev TTCAGYCTGACAAGATCACCTGC24342269 PCR primer plasmid replicon
IncX2 plasmids replicon / Inc - 560 bp MRxeX2_for CGAAAATGGTCGTAAGTCTGCA MRxeX2_rev CATTACAAAAGCCCGTCCTG 24342269 PCR primer plasmid replicon
IncX3 plasmids replicon / Inc - 736 bp MRxeX3_for TGTTGACAAGGAATTCAGGGT MRxeX3_rev ATGGTCGTAGCCAACATCAA 24342269 PCR primer plasmid replicon
IncX4 plasmids replicon / Inc - 996 bp MRxeX4_for TTAAACGCGCTAAAGGGACTGGMRxeX4_rev GGGCAATATTTTCAATCTGCCAG24342269 PCR primer plasmid replicon
mobB plasmids TRA / MOB - 997 bp MRxeMobC11_forACGGATTCGCTTRCCTGGMAGTGMRxeMobC11_revTTCAGSGCGTACTGGTCGAGATCG24342269 PCR primer plasmid replicon
mob plasmids TRA / MOB - 481 bp MRxeMobQu_for TCTCCAGAARCAGCGGCTACAGMRxeMobQu_revATGGTCAGCCCATGATGCACGCCA24342269 PCR primer plasmid replicon
mob3 plasmids TRA / MOB - 367 bp MRxeMobP5-1_forAGTCCGGGARCTYATYGATGCCACMRxeMobP5-1_revTATCAGRGAGWGTCAGYRTCCKGC24342269 PCR primer plasmid replicon
mobA plasmids TRA / MOB - 656 bp MRxeMobP5-2_forTCCGGTGGAYTATCTKCTGGGKAMRxeMobP5-2_revAAGACTGYTCATARATRGCTCC 24342269 PCR primer plasmid replicon
mob plasmids TRA / MOB - 147 bp MRxeMobP5-3_forGCTATCAGTCGCCCTGTTCGTC MRxeMobP5-3_revAGTACCCGATCATCAGTCAGTG 24342269 PCR primer plasmid replicon
IncQ1 plasmids replicon / Inc - 962 bp MRxeQ1_for GATTTATCACCTTACGGCGAA MRxeQ1_rev TACCTCCCGCAACTCTTTGG 24342269 PCR primer plasmid replicon
IncU plasmids replicon / Inc - 743 bp MRxeU_rev TATGACACTCTAGCCGGGTT MRxeU_rev TGGATCTTGTCTTCCCACGGTT 24342269 PCR primer plasmid replicon
IncP1alpha plasmids replicon / Inc - 424 bp MRxeP1alpha_forTGAAGTACATCACCGACGAG MRxeP1alpha_revGTTTCGTGATTGTCACGCTC 24342269 PCR primer plasmid replicon
IncW plasmids replicon / Inc - 531 bp MRxeW_for CATCGAGTTCGATACCCTTG MRxeW_rev GCCACATAGTAAACGTCCTT 24342269 PCR primer plasmid replicon
IncB/O, IncK plasmids replicon / Inc - 800 bp MRxeBO/K_for GAATGCCATYATTCCGMAMAA MRxeBO/K_rev GTGATATACAGACCATCACTGG 24342269 PCR primer plasmid replicon
IncU plasmids replicon / Inc - 884 bp IncU_F3 TGGCTATCACARGCCGARTT IncU_R6 AGGTTGATCAGNGTGTCRTT 24771027 PCR primer integrase
traN plasmids TRA / MOB - ? V216-q-667F GCTTGGCGGTCAGCAATT V216-q-741R TTAGGAATAACAATCGCTACACCTTTAC18557938 PCR primer integrase
Ld3, Ld17, and Ld25Aphages other - ? 17N1F AAAAAATCTAGAGAGTAAATCGGAAGAGATCC17N1R AAAAAAGATATCCTTATCCTTCTTCATGTTC25002431 PCR primer phage
Ld3, Ld17, and Ld25Aphages other - ? 17N6F AAAAAATCTAGAGCACTGAAGAAGAACGGTGC17N6R AAAAAAGATATCCCGCCCACGTTTGAATGTTG25002431 PCR primer phage
Ld3, Ld17, and Ld25Aphages holin - ? 17N6FN AAAAAATCTAGACCAGCTGATTACTCCAGTCGG17N6RN AAAAAAGATATCCTTCATCTCCATTGCTTACAAC25002431 PCR primer phage
Ld3, Ld17, and Ld25Aphages other - ? Ter1F GTAGCTGAGCAAATGCAAAGTG Ter1R GCCTTTAAGTTTGATCGTCC 25002431 PCR primer phage
Ld3, Ld17, and Ld25Aphages other - ? Ter2F GGTATTCAAGCAATCAGCTTC Ter2R GAACTTGCTATTTCCGTTGGC 25002431 PCR primer phage
Ld3, Ld17, and Ld25Aphages other - ? Ter3F GAAGAGTTTGAGAGAATGCAAG Ter3R GTCTTGATTAACTCTGAAGAC 25002431 PCR primer phage
Ld3, Ld17, and Ld25Aphages large terminase subunit- ? TERLF GACGTTATACGAATGCACTACG TERLR GTCGGGTATTTCGTACTAATGATC25002431 PCR primer phage
Ld3, Ld17, and Ld25Aphages other - ? MHF GAATGACTTGATTACTCGTGCG MHR GCGTGATGGACTTGAACGTACC25002431 PCR primer phage
Ld3, Ld17, and Ld25Aphages other - ? TMPF GTCGTTGCGAGAAGTAAATTCCGTMPR GCTTGCATTATCGGATTTGTCG 25002431 PCR primer phage



Ld3, Ld17, and Ld25Aphages other - ? GDGPF GAAGACATCATCAAGTTCGCTCGGDGDR GCTCTTCTCCGTCTTTCATACC 25002431 PCR primer phage
Ld3, Ld17, and Ld25Aphages other - ? ANTF GTTACGAGTATTCGGAGCTAC ANTR CTGATCTCTCTCAAGTTCTTCTTG25002431 PCR primer phage
repX plasmids replicon / Inc - ? repX-F4 CACGTGATGCWGAGGCTTTA repX_R2 GATAATTTCTTCTTTGYTGGTTGTGA19304837 PCR primer phage
repX plasmids replicon / Inc - ? repX_F1 CCATATCGTGCGATTCTTG repX_R1 GAGCAAATTCACTCGCATCA 19304837 PCR primer phage
repA plasmids replicon / Inc - ? repA_F1 TAAATCTAAAAAYTCRAAAGCTGrepA_R3 GGCATTCTGAAGAAVCCAAA 19304837 PCR primer phage
repA plasmids replicon / Inc - ? repA_F1 TAAATCTAAAAAYTCRAAAGCTGrepA_R2 GTGTAAAGTATAGCACAGGT 19304837 PCR primer phage
repA plasmids replicon / Inc - ? repA_F2 GGACARGCTTCTCACTGGAC repA _R3 GGCATTCTGAAGAAVCCAAA 19304837 PCR primer phage
cyanophages phages other - 450–530 bp PsaCdeg-fwd ATGGTNCCNTGGGANGG PsaAdeg2-rev CCNGCRTCDATNGCRTC 25535938 PCR primer gene cassette
cyanophages phages other - 850 bp PsaCdeg-fwd ATGGTNCCNTGGGANGG PsaA-rev GGRTCNGCNARCCANCC 25535938 PCR primer gene cassette
Ma-LMM01-type phagesphages other - 206 bp g91DRTPF1 AGYGAGTTYCGCCTTAHTGT g91DRTPR2 GRTGAYTGRCGTACYARRGC 25580646 PCR primer phage
Ma-LMM01-type cyanophagephages other - 554 bp g91DF1 CTGGGGTAATCAAGTTA g91DR3 CGGGTGGRGTTRMAYCYRCG 23417006 PCR primer phage
IncA/C plasmids replicon / Inc - 1817 bp ParAB-AC-for AGGCCTTTTATCTGGCGTTA ParAB-AC-rev GACAGTAGACGGAACCAGAG 25623509 PCR primer plasmid replicon
IncL/M plasmids replicon / Inc - 1378 bp ParAB-LM-for CCACCAACATCAAACTGGC ParAB-LM-rev CAGATGCTGGACGTTCTTAC 25623509 PCR primer plasmid replicon
IncN plasmids replicon / Inc - 1093 bp StbABC-N-for TCCCGGCATTATTGATAAAGAGTTStbABC-N-rev ACGGGTTAAACGTCTCAGC 25623509 PCR primer plasmid replicon
IncHI plasmids replicon / Inc - 2020 bp ParAB-HIa-for AAGATCGCCCTCGTTGGTCAG ParAB-HIa-rev CAACTTTTTGAGCAACCTGGAG 25623509 PCR primer plasmid replicon
IncHI plasmids replicon / Inc - 1765 bp ParAB-HIb-for AAGATCGCCCTTGTCGGTCAACGParAB-HIb-rev TGGTAACAAATCCATGCTCTTCCA25623509 PCR primer plasmid replicon
IncR plasmids replicon / Inc - 2032 bp ParAB-R-for TCACGACCAGCAAAAAGAGGAAParAB-R-rev GCTAAACTCATAAGTCAGCGT 25623509 PCR primer plasmid replicon
IncI1 plasmids replicon / Inc - 1227 bp ParAB-I1-for GACGGCGAGAAGTTTTCATT ParAB-I1-rev TTCAGCGTTTCTTCTGGTCT 25623509 PCR primer plasmid replicon
IncX plasmids replicon / Inc - 633 bp ParA-X-for GAGCTTCAACAGCAGAACAG ParA-X-rev ATTGCATCATGTCTGGCTTG 25623509 PCR primer plasmid replicon
gokushoviruses phages major capsid protein- ∼800 bp MicroVP1–F1 CGNGCNTAYAAYTTRATH MicroVP1–R1 NCGYTCYTGRTANCCRAA 24399999 PCR primer major capsid protein
gokushoviruses phages major capsid protein- ∼800 bp MicroVP1-F2 AGNGCNTAYAAYTTRCTN Micro-VP1–R2 NCTYTCYTGRTANCCRAA 24399999 PCR primer major capsid protein
integron class 1 and 2integrons integrase + integron- 594 bp 5’-F GGCCTTAGGCGGTTATCCAG 5’-R TCCGCATTTACCGCCTCTTT 26034545 PCR primer integrase
ISPa21 transposable insertion sequence- ? ISPa21404F GATATGTACAGGAGCAGCCG ISPa21409R CATATCGACCGAATGCCTCC 17438051 PCR primer integron
integron class 1 integrons integrase + integron- ? intI1F GCCTGTTCGGTTCGTAAGCT QacR CGGATGTTGCGATTACTTCG 15574470 PCR primer integron
Ispa7 transposable insertion sequence- 844 bp Ispa7F1 CGATGACCATCAACTTCCGG Ispa7R1 TAGTCGGCTACAACGTGCAG 15574470 PCR primer integron
Ispa7 transposable insertion sequence- 851 bp Ispa7F2 TCACGATCAGGTGGTGCTTC Ispa7R2 GACCGTGTAAAAACGTTGGC 15574470 PCR primer integron
Tn5051 transposable transposon - 1340 bp tnpAF TGCCACGTTCAATCCTG tnpAR TCATGACCAGCTTCTGCCAG 15574470 PCR primer integron
Tn5051 transposable transposon - 530 bp tnpRF GATACAGGGTTTCGCGACTG tnpRR ACGGTCAGCGCATCGGTTAC 15574470 PCR primer integron
integron class 1 integrons integrase + integron- 565 bp Int 1 Forward ACGAGCGCAAGGTTTCGGT Int 1 Reverse GAAAGGTCTGGTCATACATG 26422847 PCR primer integron
integron class 2 integrons integrase + integron- 403 bp Int 2 Forward GTGCAACGCATTTTGCAGG Int 2 Reverse CAACGGAGTCATGCAGATG 26422847 PCR primer integron
pCPF4969 plasmids other - 931 bp TcpH forward CATTAACTGTTTTCTAAAGGC TcpH reverse GCGGAATAGTAATGATTAGTT 26608548 PCR primer plasmid typing
pLGV440 plasmids other - 350 bp KL5 TTTGCCTTAACCCCACCATT KL6 CGTCCTTCCTAAAAGAGCTA 12386718 PCR primer plasmid identification
pLGV440 plasmids other - 241 bp KL1 TCCGGAGCGAGTTACTAAGA KL2 AATCAATGCCCGGGATTGGT 12386718 PCR primer plasmid identification
IS3 transposable insertion sequence- ? IS3-F1 AGCTGGAAAGCCACGTGTAG IS3-R1 TATCAGCGCTGCTTGCTTTA 27521260 PCR primer transposon
IS26 transposable insertion sequence- ? IS26-F1 CTGCACATGAACCCATTCAA IS26-R1 CTCTGCTTACCAGGCGCATT 27521260 PCR primer transposon
IS240 transposable insertion sequence- ? IS240-F1 GCGTGATCAGGATGGAAAAA IS240-R1 CTGATTTTGGGCAGATTGTG 27521260 PCR primer transposon
IS256 transposable insertion sequence- ? IS256-F1 CGACAAAAACATACCCAGGA IS256-R1 GTCCATAAGAACGGCTCCAA 27521260 PCR primer transposon
IS257 transposable insertion sequence- ? IS257-F1 GTTATCACTGTAGCCGTTGG IS257-R1 CATGGCGAAAATCCGTAGAT 27521260 PCR primer transposon
IS861 transposable insertion sequence- ? IS861-F1 TTGCTTTGATTCGCTTGTTG IS861-R1 GGGATGTCCTGGTCTCAGAT 27521260 PCR primer transposon
IS1161 transposable insertion sequence- ? IS1161-F1 CTGATAGCCATGAATTCGTC IS1161-R1 CACTTATCTGAAGCTGAGCG 27521260 PCR primer transposon
IS1167 transposable insertion sequence- ? IS1167-F1 CCAAACTGGACTACGACGCC IS1167-R1 GGCATTGCGCTTGATAAGTT 27521260 PCR primer transposon
IS1216 transposable insertion sequence- ? IS1216-F1 AAGAAGGCACTCTCTTCGGG IS1216-R1 CGAAGATAGTAGCCCACGGC 27521260 PCR primer transposon
IS1381 transposable insertion sequence- ? IS1381-F1 CACATAACGGATCGATAGGG IS1381-R1 GGTGAAAACGGACTTGGAAC 27521260 PCR primer transposon
IS1485 transposable insertion sequence- ? IS1485-F1 TAGCTGGAAAGCCACGTGTA IS1485-R1 GCTCATTATCAAGGATTCGC 27521260 PCR primer transposon
IS1548 transposable insertion sequence- ? IS1548-F1 ATCTCTTCATCCTTTTGTGC IS1548-R1 GAGGTGACTACGATGATTGA 27521260 PCR primer transposon
IncC plasmids replicon / Inc - 2016 or 2061 bp RH1479 CACAGCCCATGTTTATGCAC RH1480 ATCGACCTTTCGACTCCTCA 27590677 PCR primer plasmid typing
IncC plasmids replicon / Inc - 2891 or 533 or 3347 bpRH1481 GTACACGCCAGACTCGTTGA RH1482 GCCGGAAGACATAAGCTCTG 27590677 PCR primer plasmid typing



IncC plasmids replicon / Inc - 265 or 639 bp RH1492 CATTGACGCGATGTATCTGG RH1493 CTGAGTTGTTTCGGGTGTCA 27590677 PCR primer plasmid typing
IncC plasmids replicon / Inc - 399 or 850 bp RH1494 GCCGAGTACAGAGGTGTTCA RH1495 CCTCGACCTTCACGGTACAT 27590677 PCR primer plasmid typing
pXO2 plasmids other - 1035 bp CAP6 TACTGACGAGGAGCAACCGA CAPI03 GGCTCAGTGTAACTCCTAAT 7600011 PCR primer molecular marker plasmid
pXO2 plasmids other - 777 bp CAP9 ATGTATGGCAGTTCAACCCG CAP 102 ACCCACTCCATATACAATCC 7600011 PCR primer molecular marker plasmid
pXO1 plasmids other - 596 bp PA8 GAGGTAGAAGGATATACGGT PA5 TCCTAACACTAACGAAGTCG 7600011 PCR primer molecular marker plasmid
pXO1 plasmids other - 210 bp PA7 ATCACCAGAGGCAAGACACCC PA6 ACCAATATCAAAGAACGACGC 7600011 PCR primer molecular marker plasmid
pXO2 plasmids other - 676 bp CAPA–F CGATGACGATGGGTGAC CAPA–R AGATTGAAGTACATGCGGATG 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - 550 bp CAPB–F GACGAGGAGCAACCGATTAAG CAPB–R AAGAACGCAGGCTTAGATTGG 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - 345 bp CAPC–F GTATTAGGAGTTACACTGAGCC CAPC–R GGTAACCCTTGTCTTTGAATTG 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - 688 bp pXO2–007F GCGATGGTGGAACAGGAATG pXO2–007R TGCGTTGCTGCCGATATTG 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - ? pXO2-016F CGGTTTGGTATGAGTGAGGAAGpXO2-016R ATTGGCTGTGGTGGTTGTTG 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - ? pXO2-023F TTGGGACAGGCGTTATAGAAAG pXO2-023R GCAGCGAAGTCACTACATGG 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - ? pXO2-027F GTGGACTTCCTGTAACCGTAAG pXO2-027R ATGTAATGGCTGCGTCACTTC 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - ? pXO2-060F CGAAAGCAACAGGGATACAAAGpXO2-060R AGATACTCTGCCCAACTTTCAC 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - ? pXO2-084F AGCGTTCAAATACAGTCACATC pXO2-084R TTACCTTTGCGATTTCCTCATC 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - ? pXO2-089F AACTGACGGTGAATCCATGAAC pXO2-089R ATTGCCTGACTAATCGCTAAGC 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - ? pXO2-094F CCTGGGCGTAAAGAAGATGG pXO2-094R TCTCGTTGCGTGACATTATCG 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - ? pXO2-107F TGGACGGAGAACAGGACTATG pXO2-107R GGGCTTGCGGATACTCAGG 20927628 PCR primer molecular marker plasmid
pXO2 plasmids other - ? pXO2-111F ATACAAGCGAAGCATCAGTACC pXO2-111R TCCATCGTTACAACCTCCATTC 20927628 PCR primer molecular marker plasmid
HTVC008M phages major capsid proteinHTVC008M 79 bp 08M_MC-F GCGGATTCAGATTTCTCTGG 08M_MC-R CGGATGTTGTTGTGTCGTTC 27733846 PCR primer phage
HTVC010P phages other HTVC010P 87 bp 10P_HTC-F GAAATGCAACAGATGCAACA 10P_HTC-R TGCTTCTTCTGGCAATGCT 27733846 PCR primer phage
Tn917 transposable transposon - 600 bp INS917 sense ACTTGACGGTGACATCTCTC INS917 antisenseGGTTGAGTACCTTTTCATTCGTTA27784937 PCR primer transposon
Tn916 transposable transposon - 194 bp xis-Tn sense AAGCAGACTGAGATTCCTA xis-Tn antisense GCGTCCAATGTATCTATAA 27784937 PCR primer transposon
integron class 1 integrons integrase + integron- ? intI1 FIP AGAAGAACAGCAAGGCCGCC-ACGAGCGCAAGGTTTCGintI1 BIP AAGGTGCTGTGCACGGATCTG-AGCACCACCGGCAAGC25418445 PCR primer integron
integron class 2 integrons integrase + integron- ? intI2 FIP CGCGATGCATGATGATGACAATTTTTAGTGTTAATGCAATTCTGGGTintI2 BIP GAGCTTCCTTCTATGTGCCCGTTTTCAGAGTGGATGAGTCCCA25418445 PCR primer integron
integron class 3 integrons integrase + integron- ? intI3 FIP AGACGAAGATGGTCAAAACGCTTTTGCAGTTATTTTGCTGTGGAintI3 BIP CCGGGTTCGTTAATACGGCATTTTCGGGCACTGATATATGTGT25418445 PCR primer integron
orfF integrons gene cassettess - ? orfF F3 CGCAGACTCACTGAGGGAA orfF B3 CCCGCGACGTAGAGTTCA 28392412 PCR primer integron
orfF integrons gene cassettess - ? orfF FIP ACCAATGTGTGACGGTTCGGT-GTCATGGGGCGAAAGACCorfF BIP GCCACTGGCTGCGTAGTTGTT-CCGAGTTCGGATGCCAAAG28392412 PCR primer integron
aadA2 integrons gene cassettess - ? aadA2 F3 GCGTTATCCGGCTAAGCG aadA2 B3 GGCTGCGAGTTCCATAGC 28392412 PCR primer integron
aadA2 integrons gene cassettess - ? aadA2 FIP CGATCATGGCTGGCTCGAAGAT-GCTGCAATTTGGAGAATGGCaadA2 BIP AGCGTTGCCTTGGTAGGTCC-AGCGCCTCGAATAGATCCT28392412 PCR primer integron
dfrA17 integrons gene cassettess - ? dfrA17 F3 GGCGTAATCGGTAGTGGT dfrA17 B3 TGAAGGAAAAACTAGGACGT 28392412 PCR primer integron
dfrA17 integrons gene cassettess - ? dfrA17 FIP ACAAGGAGCCATTGATTATATGTGA-CCGTGGTCAGTAAAAGGTdfrA17 BIP AACATTTGACTCTATGGGTGTTCTT-GAGCTTGAAATTCCGTTCTTTG28392412 PCR primer integron
aadA5 integrons gene cassettess - ? aadA5 F3 GTCGGATTGGAAGGGTGAC aadA5 B3 TCTCTTCGACGCGCATTG 28392412 PCR primer integron
aadA5 integrons gene cassettess - ? aadA5 FIP GCAGCAACGTCCTTAGGAGCAA-GTTCTTGCTCTTGCTCGCAaadA5 BIP CGCATGGGTATCGGAGCGTTT-TCCTCGCTACCCAGGTAC28392412 PCR primer integron
blaVIM2 integrons gene cassettess - ? blaVIM2 F3 GCGCATTCGACCGACAAT blaVIM2 B3 TCTAGACCGCCCGGTAGA 28392412 PCR primer integron
blaVIM2 integrons gene cassettess - ? blaVIM2 FIP CGCAGACGTGCTTGACAACTCA-GGTTGTATACGTCCCGTCAGblaVIM2 BIP CGATGCCGATCTGGCTGAATGG-CTCTGCTTCCGGGTAGTGT28392412 PCR primer integron
CP21 phages other - ? CPGII-F TATTTTTGTCACGCTACAAGTTTTCPGII-R ACATTTGTTGGAAATACATTCATC29272305 PCR primer phage
CP81 phages other - ? CPGIII-F TTCAGGGATAAATGAAAACCAAACPGIII-R AGTTGGCACTGATGAAGAAACC 29272305 PCR primer phage
CP21, CP81 phages other - ? CPGII/GIII-F TGTAGATCTTTCTAGTGGDAGTAAYGCPGII/GIII-R ACTATTATTTYCAGAGCTKCCTTTA29272305 PCR primer phage
CrAssphage phages other CrAssphage ? crass_RQ_F GGTAAGAATATTACTGAATATCCTACTTGcrass_RQ_R CAATCATGTTCATCAATAAAYGCTTCA29297933 PCR primer phage
pLPP plasmids other - 236 bp plaL AAAGCCGGTGGAGCTGGTTTCCplaR TTCGCCATGGGGTGTGTCGTTG29355148 PCR primer molecular marker plasmid
IS1111 transposable insertion sequence- 687 bp Trans1 TATGTATCCACCGTAGCCAGTC Trans2 CCCAACAACACCTCCTTATTC 10727838 PCR primer transposon
T4 phages major capsid protein- ? T4-fw CCCTGCTGTTCCAGATCGANAARGARGCT4-rev CTGCCTGGCGTACTGGTCDATRWANAC30673846 PCR primer major capsid protein
T7 phages major capsid protein- ? T7-fw GACAAGCGGAAGGACATCAANCAYACNGART7-rev CGCGTAGTTGGCGGCRTTNGGCATNA30673846 PCR primer major capsid protein
N4 phages major capsid protein- ? N4-fw GGATGATCGTAATATTAATGATCAGGGNATHRAYGCN4-rev GACATAAAGCCCATTTCGCCRWANGGRTC30673846 PCR primer major capsid protein
ΦEcoM-GJ1 (GJ1)phages major capsid protein- ? GJ1-fw GGCTGCGCGTATGATTAGGAYATHGAYGAGJ1-rev CCAATGCATCACCGGCADCCADATYTC30673846 PCR primer major capsid protein
SP6 phages major capsid protein- ? SP6-fw CACCGTGATTGCGCGTAAYACNGTNGCSP6-rev TTCCCAACGATCCGGAATNGCNCCYTC30673846 PCR primer major capsid protein



Felix O1 (FO1) phages major capsid protein- ? FO1-fw CGCCATTGAAGAACTGCGTRWRCAYATGGAFO1-rev GGCATCATATAGGAATGCGCYTCRAARTC30673846 PCR primer major capsid protein
ViI phages major capsid protein- ? Vi1-fw GCCGATTAATATTGCGATGGAYTTYTTVi1-rev CCAGCATAAAGGTCATAAATTTCCAYTTYTC30673846 PCR primer major capsid protein
integron class 2 integrons integrase + integron- 850 bp intI2-F CTAGAATAGGCTGTATAGGCAGAintI2-R GAGTGACGAAATGTATGACAAG 30675326 PCR primer integron
integron class 3 integrons integrase + integron- 702 bp intI3-F CAGTCTTTCCTCAAACAAGTG intI3-R TACATCCTACAGACCGAGAAA 30675326 PCR primer integron
phoH phages other - 420 bp vPhoHf TGC RGG WAC AGG TAA RAC ATvPhoHr TCR CCR CAG AAA AYM ATT TT 30696895 PCR primer integron
Ackermannviridaephages other - 625 bp TopoiIILA F ACCCATATCGGTGGTCCTCA TopoiIILA B TCTGTGGGTAGCGGGTGATA 30769122 PCR primer integrase
Ackermannviridaephages other - 969 bp TopoiIILB F GACCGCTTTGGCCATTTTGT TopoiIILB B AATCTTCTTGGCGTCAGGGG 30769122 PCR primer integrase
Ackermannviridaephages other - 408 bp TopoiIILC F AGTATCCGTTCAGCCGTTGG TopoiIILC B TGTCGTGACACGGAACCATT 30769122 PCR primer integrase
Cvivirinae phages other - 416 bp DNAhelA F TGTCGTGACACGGAACCATT DNAhelA B GTATGCTGCTGAAAAGGCGG 30769122 PCR primer integrase
Cvivirinae phages other - 416 bp DNAhelB F TGATCGACACTCCCTGTTGC DNAhelB B TGATCGACACTCCCTGTTGC 30769122 PCR primer integrase
Ackermannviridaephages other - 633 bp DNAhelC F GTTCGAACATAACGGCCACG DNAhelC B TCATGGCGCGTTACTACAGG 30769122 PCR primer integrase
Vi1virus phages other - 564 bp HostlysisProA F TTTCCCTGGGTAGTTCGGGA HostlysisProA B GGCCAGAAGTCACTACCCAC 30769122 PCR primer integrase
Ackermannviridaephages other - 379 bp HostlysisProB F GGCCAGAAGTCACTACCCAC HostlysisProB B ACGCGGTTATAGCCTTTGCT 30769122 PCR primer integrase
Cvivirinae phages other - 579 bp PolADNApolA F TTGGCGTGACGGAGAAATGA PolADNApolA B ACGTCGCCTTTACGGTCTTT 30769122 PCR primer integrase
Cvivirinae phages other - 959 bp PolADNApolB F AGGCGCATATGTCATGGAGG PolADNApolB B GCGCCCATTCACTGGTTTTT 30769122 PCR primer integrase
Cvivirinae phages other - 422 bp PolADNApolC F ATGGGCTGGTTGGTGTAAGG PolADNApolC B GCCACAATTGCTTGACCAGG 30769122 PCR primer integrase
Ackermannviridaephages other - 486 bp PolADNApolD F GCCACAATTGCTTGACCAGG PolADNApolD B GAGACCAACCAACCACGTCT 30769122 PCR primer integrase
Jerseyvirus phages other - 713 bp JerDP1 F ACATCAAAACGGCGGTGTGC JerDP1 B AGCATGGCTAAGGATAAACG 30769122 PCR primer integrase
Jerseyvirus phages other - 405 bp JerDP2 F GACGTAATGTCGCTTTTTGC JerDP2 B TGTGCAAGTATGGGACGCCA 30769122 PCR primer integrase
T4virus,Moonvirusphages other - 583 bp t4-1 F TGTGCAAGTATGGGACGCCA t4-1 B ATAGATACGCCATCAATAGA 30769122 PCR primer integrase
T4virus phages other - 596 bp t4-2 F AACATCATTGACGTAGAATC t4-2 B AACTTAACATATCGTTCAACT 30769122 PCR primer integrase
T4virus, Rb69virusphages other - 645 bp t4-3 F ACTATGATTTGCGAAATGCT t4-3 B ACTATGATTTGCGAAATGCT 30769122 PCR primer integrase
P22virus phages integrase - 952 bp int.HK620.Sf6 F TGGCCTGTACCTTTATGTCC int.HK620.SB6 B AGGCCATTCGTGCTCGTTCA 30769122 PCR primer integrase
P22virus phages integrase - 799 bp int.p22.ST64T F GATTTAAGCAGTCTCTTGG int.p22.ST64T B ACAGGTGATTTAGTTCCGTC 30769122 PCR primer integrase
Podoviridae phages other - 533 bp HECTORPol29F GCAAGCAACTTTACTGTGG HECTORPol711RCGAGAGATACACCAACGAA 15251204 PCR primer integrase
Podoviridae phages other - ? PARISPol25F ATACTACACGCTACTCTGG PARISPol701R GAGTGGCAAGAGGAGTTAT 15251204 PCR primer integrase
Φfog30/44 phages integrase - 273 bp IntAf CGAAGTTTTGACTGGAAAAGAAAIntAr TTGAGCGAAGCTGCTATAAGAAC23994162 PCR primer phage
Φ10MC phages integrase - 443 bp IntBf AGTTACCACCAAAGGCCATAAACIntBr GGCTATGACGCAGGGCGTGG 23994162 PCR primer phage
Φfog PSU-1 phages integrase - 406 bp IntCf TGACGGGACGTGCTGGCAAG IntCr GCTCTGACGACTTACCAGCTTTA23994162 PCR primer phage
oenococcal bacteriophagesphages integrase - 343 bp IntDf CGGAAAATATTATCAAGCACGAGIntDr TTCAGCGTGATCTTTACCAAAAT23994162 PCR primer phage
oenococcal bacteriophagesphages phage endolysin - 447 bp Endo F GCTTCTAAATGGTCGACTGG Endo R GGCATTTTTTAATCCATTTAA 23994162 PCR primer phage
ɸEf11 phages other - 165 bp ɸEf11 F GAGAGTGGAAGTGGATTCAATGɸEf11 R GCACTTTCATCTAAACTCTCG 31489125 PCR primer phage
R100 plasmids TRA / MOB - 114 bp traF-fp CCGGCTGCAGAATTACTGGAC traF-rp CTGCAGTACAGCCATTACAACGG31921080 PCR primer plasmid replicon
R64 plasmids TRA / MOB - 232 bp pilM-fp ATGGGATGGCTGGTCATGGCC pilM-rp CCCTGTCACTCCGGACTCCC 31921080 PCR primer plasmid replicon
R46 plasmids TRA / MOB - 624 bp traE-fp GCTAATAAAAAAACAGGGC traE-rp AACCCGGAAGTTAACTGA 31921080 PCR primer plasmid replicon
R388 plasmids TRA / MOB - 560 bp trwJ-fp TGAAGAAGCTGGTTATGAC trwJ-rp TATCCAGAACGAAACGAC 31921080 PCR primer plasmid replicon
R27 plasmids TRA / MOB - 442 bp trhE-fp ATGAAACTTCTCAGCAGGT trhE-rp AACATCGGTTTTGTTACAAC 31921080 PCR primer plasmid replicon
RA1 plasmids TRA / MOB - 350 bp traG-fp TTGTTGTTGATGCTCTAAACA traG-rp ATTGCTTTTATTATCGTGATG 31921080 PCR primer plasmid replicon
R6K plasmids TRA / MOB - 358 bp pilx4-fp CGAGTTTTCTCAGATCAGC pilx4-rp CTAAATCCCTCCTTGCTG 31921080 PCR primer plasmid replicon
crAssphage phages other crAssphage ? 056F1 CAGAAGTACAAACTCCTAAAAAACGTAGAG056R1 GATGACCAATAAACAAGCCATTAGC28700235 PCR primer phage
crAssphage phages other crAssphage ? 064F1 TGTATAGATGCTGCTGCAACTGTACTC064R1 CGTTGTTTTCATCTTTATCTTGTCCAT28700235 PCR primer phage
integron class 3 integrons integrase + integron- 922 bp F8 ATCTGCCAAACCTGACTG R8 CGAATGCCCCAACAACTC 14662918 PCR primer integron
integron class 1 integrons integrase + integron- 457 bp F6 GCATCCTCGGTTTTCTGG R6 GGTGTGGCGGGCTTCGTG 14662918 PCR primer integron
integron class 1 integrons integrase + integron- 287 bp intPcFW AACCCAGTGGACATAAGCC dfr12aminoQ CGTACTGATTCCGAGTTCAT 27733851 PCR primer integrase
integron class 2 integrons integrase + integron- 808 bp intI2.1FW GCGTTGCACTTCATTTGC dfrAIRV CTTGCGTCCAACCAACAG 31990611 PCR primer integrase
D29 phages other - 139 bp forward primer GCCACCAGGAGCCACGAAC reverse primer AATAGG GAAGGAGTCTGCGTTTG32214624 PCR primer phage
integron class 1 integrons integrase + integron- ? intF CCAAGCTCTCGGGTAACATC intR GCCCAGCTTCTGTATGGAAC 21453444 PCR primer integrase



IS481 transposable insertion sequence- 66 bp 852U18 CAAGGCCGAACGCTTCAT 894L24 GAGTTCTGGTAGGTGTGAGCGTAA18440175 PCR primer plasmid identification
repA,B,C plasmids replicon / Inc - ? F GGATGAAAACTATCAGCATCTGAAGR CTGCAGGGGCGATTCTTTAGG 34364978 PCR primer plasmid replicon
IS1 transposable insertion sequence- ? IS1-F GGTGCGTAACGGCAAAAG IS1-R CCACCGATTTTGAGAACGAC 35624467 PCR primer integron
IS26 transposable insertion sequence- ? IS26-F AGCGTGACATCATTCTGTGG IS26-R CCCAGGGGATCACCATAATA 35624467 PCR primer integron
IS431 transposable insertion sequence- ? IS431-F AAGGGAACGTGGTGTAAACG IS431-R GCATGGCGAAAATCCGTAG 35624467 PCR primer integron
IS1182 transposable insertion sequence- ? IS1182-F GCTCATGCCATTGTGCAGT IS1182-R ACCCGTGAAAGATGTCTTCG 35624467 PCR primer integron
IS1216 transposable insertion sequence- ? IS1216-F GCCGTGGGCTACTATCTTCG IS1216-R CCCGAAGAGAGTGCCTTCTT 35624467 PCR primer integron
IS4351 transposable insertion sequence- ? IS4351-F CAATGTCCCCCTTTCTCTCA IS4351-R GCCTGATAAGCCCGTTGG 35624467 PCR primer integron
IS6100 transposable insertion sequence- ? IS6100-F CGCTGGTATTGTCGCTATCC IS6100-R CCAATGCCAAAAGCTCTCTC 35624467 PCR primer integron
ISAba1 transposable insertion sequence- ? ISAba1-F GTGCTTTGCGCTCATCAT ISAba1-R CCTATCAGGGTTCTGCCTTC 35624467 PCR primer integron
IS1999 transposable insertion sequence- ? IS1999-F CGCCAGCAATTCTTTCTCC IS1999-R CCTCTAAGGCGCTGATTGAA 35624467 PCR primer integron
IS30 transposable insertion sequence- ? IS30-F GAAGAACGGAACAGGCTTCA IS30-R TTAGCTGAGCAGCAACCAGA 35624467 PCR primer integron
IS16 transposable insertion sequence- ? IS16-F GAAAGCGGTGCGAATGATAC IS16-R GCCATGCCTTTCTTTCTGAG 35624467 PCR primer integron
IS256 transposable insertion sequence- ? IS256-F CCCAGGAGGACTTTTACATGAC IS256-R TTGGAGCCGTTCTTATGGAC 35624467 PCR primer integron
IS630 transposable insertion sequence- ? IS630-F TGACGAACGACGCCTGAT IS630-R AGCTGCACTGATGATTACGC 35624467 PCR primer integron
IS1071 transposable insertion sequence- ? IS1071-F CCCACTTTTGAGGTTCACGA IS1071-R CGGAGGTGGTGTTGGTAGAT 35624467 PCR primer integron
ISAba26 transposable insertion sequence- ? ISAba26-F GTCCATTTCTTCGCAGCAT ISAba26-R CCGAATTGGCTAAAGGTC 35624467 PCR primer integron
ISPa12 transposable insertion sequence- ? ISPa12-F ATTGAACGCTTTCGCCTGAT ISPa12-R CCCTGAACAAGCCCATTTTA 35624467 PCR primer integron
ISPa13 transposable insertion sequence- ? ISPa13-F GGTTAAAATGGCTGCTCCTG ISPa13-R CGCCACTTATTTGGTCTCGT 35624467 PCR primer integron
Tn3 transposable transposon - ? tnpA-F TGCGCTCCGGCGACATCTGG tnpA-R TCAGCCCGGCATGCACGCG 35624467 PCR primer integron
Tn3 transposable transposon - ? tnpR-F GTTCAGCRCTTCGACCAG tnpR-R YRAGGGTTYCMGCTGAT 35624467 PCR primer integron
Tn916 transposable transposon - ? xis-int-F CGCCAAAGGGTCTTGTATATG xis-int-R GCTGTAGGTTTTATCAGCTTTTGC35624467 PCR primer integron
integron integrons integrase + integron- ? Flip-MARS2 GCTTCAACCTGACATTGC Flip-MARS5 CGCTTAACCTGCATTTGCG 35624467 PCR primer integron
traC plasmids TRA / MOB - 521 bp ND116-pRIV5-F1ACACACTCGCAAAGAACACC ND117-pRIV5-R1CACGCGGCTGATGAACATTA 35736713 PCR primer plasmid typing


